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Supplementary Table 1 Characteristics of patients with gene expression profiles versus patients 

without gene expression profiles separated by subtype 

GE denoted gene expression, IDC invasive ductal carcinoma, ILC invasive lobular carcinoma, ER 

estrogen receptor, HER2 ERBB2, T-stage tumor stadium, N-stage N stadium, SUV standardized uptake 

value 

 

 

 

 

 

 

 

 

 

 

 

 

 

 

 

 

 

 

 

 

 

 

Luminal    n=364     

    

no GE data available 

(n=182) 

GE data available 

(n=182) p-value 

Age <50 yr 95 (53%) 104 (57%) 0.44 

 >=50 yr 84 (47%) 78 (43%)  

 Unknown 3 0  

Histology  IDC 135 (80%) 139 (82%) 0.74 

  ILC 33 (20%) 31 (18%)  

 Unknown 14 12  

Grade Grade 1 & 2 122 (88%) 95 (65%) <0.001 

  Grade 3 16 (12%) 52 (35 %)  

 Unknown 44 35  

T-stage T1/T2 120 (67%) 120 (66%) 0.88 

  T3/T4 60 (33%) 62(34%)  

 Unknown 2 0  

N-stage neg 44 (24%) 37 (20%) 0.35 

 

pos 136 (76%) 145 (80%)  

 Unknown 2 0  

Response (breast) NR or PR  143 (79%) 147 (81%) 0.75 

 (n)pCR 37 (21 %) 35 (19%)  

 Unknown 2 0  

Response (breast and 

lymph node) 

No pCR 168 (93 %) 174 (96%) 0.34 

pCR 12 (7%) 8 (4%)  

 Unknown 2 0  

Ki-67 >15% 94 (67%) 93 (68%) 0.76 

 ≤15% 47 (33%) 43 (32%)  

 Unknown 41 46  

Mass (MRI) Non-mass 29 (60%) 27 (68%) 0.49 

 Mass 19 (40%) 13 (33%)  

 Unknown 134 142  

Maximal SUV uptake mean (sd)  6.12 (2.99) 7.85 (4.17) 0.03 

Unknown 133 142  



HER2   n=169     

    

no GE data available 

(n=73) 

GE data available 

(n=96) p-value 

Age <50 yr 37 (51%) 54 (57%) 0.43 

 >=50 yr 36 (49%) 41 (43%)  

 Unknown 0 1  

Histology  IDC 45 (94%) 68 (97%) 0.37 

  ILC 3 (6%) 2 (3%)  

 Unknown 25 26  

Grade Grade 1 & 2 34 (60%) 40 (44%) 0.07 

  Grade 3 23 (40%) 50 (56%)  

 Unknown 16 6  

T-stage T1/T2 45 (62%) 65 (69%) 0.31 

  T3/T4 28 (38%) 29 (31%)  

 Unknown 0 2  

N-stage neg 18 (25%) 17 (18%) 0.30 

  pos 55 (75%) 77 (82%)  

 Unknown 0 2  

Response (breast) NR or PR  22 (31%) 28 (30%) 0.92 

 (n)pCR 50 (69%) 66 (70%)  

 Unknown 1 2  

Response (breast and 

lymph node) 

No pCR 41 (56%) 53 (56%) 0.96 

pCR 32 (44%) 42 (44%)  

 Unknown 0 1  

Ki-67 >15% 7 (25%) 5 (21%) 0.72 

 ≤15% 21 (75%) 19 (79%)  

 Unknown 45 72  

Mass (MRI) Non-mass 13 (68%) 14 (74%) 0.72 

 Mass 6 (32%) 5 (26%)  

 Unknown 54 77  

Maximal SUV uptake mean (sd)  5·75 (2·80) 7·1 (2·52) 0.12 

Unknown 53 76  

 

 

 

 

 

 

 

 

 

 

 



Triple negative   n=204     

    

no GE data available 

(n=91) 

GE data 

available (n=113) p-value 

Age <50 yr 56 (63%) 79 (70%) 0.30 

 >=50 yr 33 (37%) 34 (30%)  

 Unknown 2 0  

Histology  IDC 64 (97%) 84 (99%) 0.42 

  ILC 2 (3%) 1 (1%)  

 Unknown 25 28  

Grade Grade 1 & 2 28 (41%) 23 (25%) 0.04 

  Grade 3 41 (59%) 68 (75%)  

 Unknown 22 22  

T-stage T1/T2 67 (76%) 85 (76%) 0.97 

  T3/T4 21 (24%) 27 (24%)  

 Unknown 3 1  

N-stage neg 41 (46%) 40 (36%) 0.14 

  pos 48 (54%) 72 (64%)  

 Unknown 2 1  

Response (breast) NR or PR  37 (42%) 47 (42%) 0.95 

 (n)pCR 51 (58%) 66 (58%)  

 Unknown 3 0  

Response (breast and 

lymph node) 

No pCR 61 (69%) 66 (58%) 0.14 

pCR 28 (32%) 47 (42%)  

 Unknown 2 0  

Ki-67 >15% 2 (5%) 0 (0%) 0.15 

 ≤15% 39 (95%) 41 (100%)  

 Unknown 50 72  

Mass (MRI) Non-mass 4 (22%) 12 (32%) 0.43 

 Mass 14 (78%) 25 (68%)  

 Unknown 73 76  

Maximal SUV uptake mean (sd)  11.71 (6.63) 13.97 (8.65) 0.33 

Unknown 73 76  

 

 

 

 

 

 

 

 

 

 



Supplementary Table 2 Multivariate cox proportional hazard analysis of the risk of recurrence 

(recurrence free survival) for clinical markers and a succesful gene expression profile. 

GE denoted gene expression, IDC invasive ductal carcinoma, ILC invasive lobular carcinoma, ER 

estrogen receptor, HER2 ERBB2, T-stage tumor stadium, N-stage N stadium 

Variable event/total n HR (95% CI) p-value 

Age2 

<50 year 72/426 1.00 
0.15 

>= 50 year 62/306 1.33 (0.90-1.96) 

ER 

Neg 58/269 1.00 
0.03 

Pos 77/463 0.62 (0.40-0.94) 

HER2 

Neg 112/561 1.00 
0.001 

Pos 23/169 0.41 (0.24-0.69) 

Grade2 

Grade 1 or 2 55/341 1.00 
0.23 

Grade 3 56/250 1.30 (0.85-1.96) 

T_stage2 

T1/T2 85/502 1.00 
0.22 

T3/T4 48/227 1.28 (0.86-1.90) 

N_stage 

Neg 19/198 1.00 
<0.001 

Pos 115/533 3.10 (1.76-5.48) 

GEdata 

No GE data available 55/343 1.00 
0.33 

GE data available 80/391 1.23 (0.82-1.85) 

 

 

 

 

 

 

 

 

 

 

 

 

 

 



Supplementary Fig. 1 Flow diagram of included patients in validation dataset (RASTER study).  

DCIS denoted ductal carcinoma in situ 

 


