
Figures for the association analyses which used SNP data: 
ELS, RLS, NWR, and case-control. The regional association 
plots were generated with LocusZoom (Pruim RJ, Welch RP, 
Sanna S, Teslovich TM, Chines PS, Gliedt TP, Boehnke M, 
Abecasis GR, Willer CJ. (2010) LocusZoom: Regional 
visualization of genome-wide association scan results. 
Bioinformatics 2010, 26: 2336-2337) 
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