ESM Table 2

. . Primers

Gene Accession Forward/reverse primers Ampllcon Efficiency

Number Size (bp) (%)
Homo Sapiens
PRKAR2 ooz S SCUICTICNICORSACCIOAMCSR 7 o
PRKAB2 oo PAICCASSCICTCCTIACGICICR 1y
PRKAGL o239 L ICISSSCAICCIOAERCAC ™ g0 o
PRKAGZ  wioieaos  *ICASTICSASGACOMECASTAS 1 s
Rattus Norvegicus
Pkaal oz SACCOCISRONCIROM g
a2 o SLoCfSSICACIOOMOSSS
Prkabl  wioses  SCCICCASSIONCTIONGA e s
Priabe oz SSSCTCACSICTICCMETIAT T we
Pragl  weowoio 7 ASCCCTACRSCACCCETCASA T i
Gapdh NM_017008 5-TGGTGGACCTCATGGCCTAC o1 o8

5-CAGCAACTGAGGGCCTCTCT

* This primers set allows to detect the three Prkag2 variants: a, encoding the longest isoform,

and b/c, encoding shorter isoforms.



Primers
Efficiency
(%)

Accession Amplicon

Gene Number Forward/reverse primers Size (bp)

Mus Musculus
5 TGGTGGGAAAAATCCGCCGGG
Prkaal — NM_001013367 5 GGCTTTCCTTTTCGTCCAACCTTC 181 102

5-ACCGAGCTATGAAGCAGCTGGGTT
Prkaa2 NM_178143 5-CCTCTGCTCCACCACCTCATCATC 182 96

5-AGGACACGGGCATCTCTTGT
Prkabl NM_031869 5-GTGGTTCAGCATGACGTGGTT 65 107

5-GGCCCACCGTTATCCGCTGGT
Prkab2 NM_182997 5 ACCACAGGCTCTGACGGATCATG 196 104

5-ATGAGAAAGGGCGTGTGGTGGAC
Prkagl NM_016781 o GGACCGATGCTGCAGGGCTTTT 116 104

. 5 TCACACCAGCAGGTGCCAAACAG
Prkag2 NM_145401 5-TGCGCGGGCGTCTACATTCAC 0 %

5-GGGCATCGGCACATTCCGAGA
Prkags NM_153744 5 7GGGCAGCCAGGTGAATGACATCA 168 1ol

5-TGCACCACCAACTGCTTAGC
Gapdh NM_008084 5-GGCATGGACTGTGGTCATGAG 87 106

* This primers set allows to detect the three Prkag2 variants: 1, encoding the longest isoform,

and 2/3, encoding shorter isoforms.





