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ESM Fig. 4. Distribution of ENCODE open chromatin sites around the identified 

gene region (NCBI Build 36.1/hg18 CHR7:127033000-127084685) annotated in 

the UCSC human genome browser on human (http://genome.ucsc.edu/). The 

distribution of open chromatin across the identified gene region in pancreatic 

islets (depicted as peaks) is highlighted inside the red box (labeled PanIsle 

FAIRE FD and highlighted by red arrow). The position of rs10229583 and other 

tagging SNPs in high LD to this lead SNP are marked by the black arrows at the 

top of the figure. 
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