
B

MQQPMNYPCP QIFWVDSSAT SSWAPPGSVF PCPSCGPRGP DQRRPPPPPP PVSPLPPPSQ PLPLPPLTPL KKKDHNTNLW 

MQQPFNYPYP QIYWVDSSAS SPWAPPGTVL PCPTSVPRRP GQRRPPPPPP PPPLPPPPPP PPLPPLPLPP LKKRGNHSTG  

human FasL

1 11 21 31 41 51 61 71

1 11 21 31 41 51 61 71

mouse FasL

A

H2N- -COOHPRD TMD THDSA

17-24 37 70 81 102 137 183 281

CKI substrate 
motif

metalloprotease 
cleavage site(s)

184 250 260


