
 

 

Additional File 2. Frequency of alleles without predicted binding peptides in the populations assessed. 
 

Allele Population, Country/region Allele 
Freq# (%) 

Sample 
Size (N) 

Ref. 
no. $ 

DRB1*03:02 Aka Pygmy, Centr. African Rep. 0.00 93 [1] 
DRB1*03:02 Urumqi Uyghur, China 0.00 57 [2] 
DRB1*03:02 Wuhan, China 0.40 121 [3] 
DRB1*03:02 Bantu, Kinshasa, Congo 3.30 90 [1] 
DRB1*03:02 Asutuare, Ghana 17.20 429 [4] 
DRB1*03:02 Kayastha, NE India 0.30 190 [5] 
DRB1*03:02 Lachung, NE India 0.00 58 [5] 
DRB1*03:02 Mathur, NE India 0.00 155 [5] 
DRB1*03:02 Mech, NE India 0.00 63 [5] 
DRB1*03:02 Rajbanshi, NE India 0.00 98 [5] 
DRB1*03:02 Rastogi, NE India 1.50 196 [5] 
DRB1*03:02 Shia, NE India 0.00 190 [5] 
DRB1*03:02 Sunni, NE India 0.00 188 [5] 
DRB1*03:02 Vaish, NE India 0.00 198 [5] 
DRB1*03:02 General pop., Rwanda 4.10 280 [6] 
DRB1*03:02 Hutu and Tutsi, Kigali, Rwanda 4.10 281 [7] 
DRB1*03:02 Dakar, Senegal  3.30 112 [8] 
DRB1*03:02 Native population, S. Africa 9.70 200 [9] 
DRB1*03:02 Venda, Limpopo, S. Africa  9.00 117 [10] 
DRB1*03:02 Shona, Harare, Zimbabwe  6.60 230 [11] 
DRB1*03:02:01 General pop., Cameroon 6.70 126 [12] 
DRB1*03:02:01 Stem cell donors, Nigeria 5.06 258 [13] 
DRB1*03:02:02 Maratha, Mumbai, India  0.40 91 [14] 
DRB1*16:04 Aka Pygmy, Centr. African Rep. 0.00 93 [1] 
DRB1*16:04 Urumqi, Uyghur, China 0.00 57 [2] 
DRB1*16:04 Han, Yunnan, China 0.40 129 [15] 
DRB1*16:04 Naxi, Yunnan, China 0.00 118 [15] 
DRB1*16:04 Bantu, Kinshasa, Congo 0.00 90 [1] 
DRB1*16:04 Dravidian, Tamilnadu, S India 0.60 156 [16] 
DQA1*02:01-DQB1*02:01 - - - - 
DPA1*02:02-DPB1*05:01 - - - - 
DRB1*07:01-DQA1*02:01-DQB1*02:01 Urumqi Han, China 10.20 59 [17] 
DRB1*07:01-DQA1*02:01-DQB1*02:01 Urumqi Kazak, China 8.30 42 [17] 
DRB1*07:01-DQA1*02:01-DQB1*02:01 Haut-Ogooue Dienga, Gabon 4.90 167 [18] 
DRB1*07:01-DQA1*02:01-DQB1*02:01 Kayastha, NE India 12.00 190 [5] 
DRB1*07:01-DQA1*02:01-DQB1*02:01 Mathur, NE India 14.80 155 [5] 
DRB1*07:01-DQA1*02:01-DQB1*02:01 Rastogi, NE India 9.40 196 [5] 
DRB1*07:01-DQA1*02:01-DQB1*02:01 Vaish, NE India 12.60 198 [5] 
DRB1*07:01-DQA1*02:01-DQB1*02:01 Shia, NE India 6.20 190 [5] 
DRB1*07:01-DQA1*02:01-DQB1*02:01 Sunni, NE India 6.20 188 [5] 
DRB1*07:01-DQA1*02:01-DQB1*02:01 Lachung, NE India 7.00 58 [5] 
DRB1*07:01-DQA1*02:01-DQB1*02:01 Mech, NE India 4.20 63 [5] 
DRB1*07:01-DQA1*02:01-DQB1*02:01 Rajbanshi, NE India 8.60 98 [5] 
DRB1*07:01-DQA1*02:01-DQB1*02:01 Uttar Pradesh, N India 12.80 202 [19] 
DRB1*07:01-DQA1*02:01-DQB1*02:01-DPB1*02:01 Han, Canton, China 1.40 264 [20] 
DRB1*07:01-DQA1*02:01-DQB1*02:01-DPB1*03:01 Han, Canton, China  1.10 264 [20] 
DRB1*07:01-DQA1*02:01-DQB1*02:01-DPB1*17:01 Han, Canton, China  1.90 264 [20] 

Information sourced from the ‘Allele*frequencies in Worldwide Populations’ database [21] http://www.allelefrequencies.net, 

accessed 26 January 2015. # Allele frequency: Total number of copies of the allele in the population sample (alleles / 2n), in 

percentages. ‘-‘, no results given in database. $, Full references provided below. 
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