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Figure S1: Density distribution of weights — stochastic linkage (Dat-

tani estimates)

(a) 1995 baseline best guesses

Density plot 'fs.F’ of weights from the Fellegi Sunter
method for matching pairs from EPICure and HES datasets for the year 1995
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(b) 2006 baseline best guesses
'fs.F’ density plot of weights from the Fellegi Sunter
method for matching pairs from EPICure and HES datasets for the year 2006
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Density distribution of weights from the stochastic linkage analyses using
probabilities based on Dattani et al.[1] Axes are not to the same scale.
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Figure S2: Individual matches according to weight — stochastic

analysis (Dattani estimates)

(a) 1995 (b) 2006
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Numbers of individual matches according to weight from each of the Hos-
pital Episode Statistics (HES) (blue line) and EPICure (red line) data sets
in the stochastic linkage analysis using probabilities based on Dattani et
al.[1] “Weight” is on the z-axis, number of matches on the y-axis; axes are

not to the same scale.
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Figure S3: Density distribution of weights — EpiLink algorithm
(a) 1995
Density plot 'epi.C’ of weights for matching pairs from
EPICure and HES datasets for the year 1995 obtained using the Contiero algorithm.
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(b) 2006
Density plot 'epi.C’ of weights for matching pairs from
EPICure and HES datasets for the year 1995 obtained using the Contiero algorithm.
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Density distribution of weights from the linkage analyse using Contiero’s
EpiLink algorithm.[2, 3] Axes are not to the same scale.
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Figure S4: Individual matches according to weight — EpiLink algo-

rithm

(a) 1995 (b) 2006
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Numbers of individual matches according to weight from each of the Hos-
pital Episode Statistics (HES) (blue line) and EPICure (red line) data sets
in the linkage analysis performed using Contiero’s EpiLink algorithm.[2, 3]
“Weight” is on the z-axis, number of matches on the y-axis; axes are not

to the same scale.

Figure S5: Individual matches according to weight — estimation-

maximisation algorithm
(a) 1995 (b) 2006
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Numbers of individual matches according to weight from each of the Hos-
pital Episode Statistics (HES) (blue line) and EPICure (red line) data sets
in the linkage analysis based on the estimation-maximisation algorithm.
“Weight” is on the z-axis, number of matches on the y-axis; axes are not

all to the same scale.
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Figure S6: Density distribution of weights — estimation-

maximisation algorithm

(a) 1995 baseline best guesses (Note: this graph is mistakenly labelled “Fellegi Sunter”;
is actually from the estimation-maximisation analysis.

Density plot 'em.B’ of weights from the Fellegi Sunter
method for matching pairs from EPICure and HES datasets for the year 1995
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(b) 2006 baseline best guesses

’em.B’ density plot of weights from the Estimation—Maximisation
method for matching pairs from EPICure and HES datasets for the year 2006
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Density distribution of weights from the linkage analyses using the

estimation-maximisation algorithm
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