
Additional file 3 Overlapping synthetic peptides of human SO protein chain 

Peptide Position (aa) Sequence 

1 

 

 

1-25 MGTLLGLGAVLAYQDHRCRAAQEST 

2 18-43 CRAAQESTHIYTKEEVSSHTSPETG 

3 35-59 

 

SHTSPETGIWVTLGSEVFDVTEFVD 

4 52-76 FDVTEFVDLH
*
PGGPSKLMLAAGGPL 

5 69-93 MLAAGGPLEPFWALYAVH
*
NQSHVRE 

6 86-110 H
*
NQSHVRELLAQYKIGELNPEDKVA 

7 103-127 LNPEDKVAPTVETSDPYADDPVRHP 

8 120-144 ADDPVRHPALKVNSQRPFNAEPPPE 

9 137-161 FNAEPPPELLTENYITPNPIFFTRN 

10 154-178 NPIFFTRNHLPVPNLDPDTYRLHVV 

11 171-195 DTYRLHVVGAPGGQSLSLSLDDLHN 

12 188-212 LSLDDLHNFPRYEITVTLQC
**
AGNRR 

13 205-229 LQC
**
AGNRRSEMTQVKEVKGLEWRTG 

14 222-246 KGLEWRTGAISTARWAGARLCDVLA 

15 239-263 ARLCDVLAQAGHQLCETEAHVC
**
FEG 

16 256-280 EAHVC
**
FEGLDSDPTGTAYGASIPLA 

17 273-297 YGASIPLARAMDPEAEVLLAYEMNG 

18 290-314 LLAYEMNGQPLPRDHGFPVRVVVPG 

19 307-331 PVRVVVPGVVGARHVKWLGRVSVQP 

20 324-348 LGRVSVQPEESYSHWQRRDYKGFSP 

21 341-365 RDYKGFSPSVDWETVDFDSAPSIQE 

22 358-382 DSAPSIQELPVQSAITEPRDGETVE 

23 375-399 PRDGETVESGEVTIKGYAWSGGGRA 

24 392-416 AWSGGGRAVIRVDVSLDGGLTWQVA 

25 409-433 GGLTWQVAKLDGEEQRPRKAWAWRL 

26 426-450 RKAWAWRLWQLKAPVPAGQKELNIV 

27 443-467 GQKELNIVCKAVDDGYNVQPDTVAP 

28 460-484 

 

VQPDTVAPIWNLRGVLSNAWHRVHV 

29 464-488 TVAPIWNLRGVLSNAWHRVHVYVSP 

The overlapping amino acids are marked by bold letters. 

*: binding sites for iron as heme axial ligand in position aa 61 and aa 86. 

**: binding sites for molybdenum pterin in position aa 207 and aa 260. 
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