
UALCAN, Kaplan-Meier Plotter database were used to assess the expression and prognostic value 

cBioportal database was used to learn about the genetic alteration and amplification 

GCBI database was used to identify the non-coding RNA and transcription factors 

GeneMANIA database was used to construct the protein-protein interaction network diagram 

LinkedOmics database was used to identify the co-expressed genes and perform enrichment analysis 

TIMER database was used to investigate the relationship with immune infiltration 

Fig. S2 Steps of bioinformatics analysis of SLC38A2.




