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....|....|....|....|....|....|....|....|....|....|

HHV-8 NC_003409 GTCTGTGGGGTGGTGATGTTCTGAGTACATAGCGGTATTCGCGAGATGGG

ORF73 C-3 CA..AGT.AT........................................

HHV8_73_01.1 -----------........................---------------

HHV8_73_02.1 --------------------------------------------------

HHV8_73_Pb1 --------------------------------------------------

60 70 80 90 100
....|....|....|....|....|....|....|....|....|....|

HHV-8 NC_003409 CCAGGTTGTGGGTCATCGTCTGGTGTATTATCTCCTGGTGGGCTACTGGC

ORF73 C-3 ..................................................

HHV8_73_01.1 --------------------------------------------------

HHV8_73_02.1 --------------------------------------------------

HHV8_73_Pb1 ------------------------------....................

110 120 130 140 150

....|....|....|....|....|....|....|....|....|....|

HHV-8 NC_003409 AATTTGTTCATGTGTGCTAACAACAGGGTAATCCACTTCCATTTCGTCCT

ORF73 C-3 ..................................................

HHV8_73_01.1 --------------------------------------------------

HHV8_73_02.1 ---------------------------------.................

HHV8_73_Pb1 .......-------------------------------------------

160 170

....|....|....|....|.

HHV-8 NC_003409 CGGATGACGACCCGTGCAAGA

ORF73 C-3 ....ATCGA.TT.CC..GGCC

HHV8_73_01.1 ---------------------

HHV8_73_02.1 ...------------------

HHV8_73_Pb1 ---------------------


