Supplementary Figure 1

a Predicted cleavage sites of multiple protease families
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Il Cleaved by Aspartic protease after this residue (P1 position)

I Cleaved by Cysteine protease after this residuc (P1 position)
Cleaved by Metalloprotease after this residue (P1 position)

Il Cleaved by Serine protease after this residue (P1 position)

B Cleaved by different multiple protease superfamilics after this position (P1 position)

5’-GGATCC
b ATGGCTACCGGCTCTCGGACCTCACTCCTCCTCGCTTTCGGACTGCTCTGTCTCCCTTGGCTCCAGGAAGGTTCTGCTTTCCCTACAATCCCCCTGAGCGAGATTTCCACTAAC
ATCCGGCAGGCTGGAGTGCAGTACTCTCGCGCAGACGAGGAACAGGCCGTGTATGCTTTTGTCGAGATTAGTACCAATATCCGACAGGCCGGGGTGCAGTACTCAAGGGC
TGATGAGGAACAGGCAGTGTATGCCTTCGTCCACATGCTGGTGCTGCTCGTGGCCGTCCTCGTGACCGCCGTGTACGCATTTGTGCACGCCGTCTATGCTTTCGTCCACATG
CTGGTGCTGTTAGTCGCCGTGCTCGTCACAGCAGTGTACGCCTTTGTGCACGCTGTCTATGCATTCGTGCATGCCAACACTATGGCCATGATGGCTAGAGACACCGCTGAGG
CCGCTAAGTGGGTCTACGCTTTTGTGCACGCAAATACAATGGCAATGATGGCCCGGGATACTGCAGAAGCAGCCAAATGGGTGTATGCTTTTGTGCACATGAGCCAGATTA
TGTACAACTATCCAGCCATGCTGGGTTATGCTTTCGTGCACATGTCCCAGATCATGTACAATTATCCCGCAATGCTGGGCTACGCCTTTGTGCACTCTGAGTTCGCCTATGGA
AGTTTTGTGCGCACAGTCTCACTGCCTGTGGGGGCTGACGAGGCAGTCTACGCCTTCGTGCACAGCGAATTTGCCTATGGTTCCTTCGTGAGAACCGTCTCTCTGCCAGTGG
GCGCTGACGAAGCAGTCTACGCCTTCGTGCATCTCTTCGCTGCATTTCCCTCCTTCGCCGGGCTGAGGCCTACCTTTGATACAAGACTCATGTACGCTTTCGTGCACCTGTTC
GCAGCCTTCCCTTCCTTCGCAGGACTCCGACCCACATTTGACACCAGACTGATG
TGAAAGCTT-3



Supplementary Figure 2

L
&
&

1000bp == (6 983bp

2000bp

B0 13 Ny 209

Ndel 485
) ) / ¢ 819 W Uniaue restriction site
o " - 17 prom
. 7 Apal 914
. Xbal 916
Xnol 922
Notl 928

,%mw 947
EcoRi 955

[ Open reading frame
I Crigin of replication
W Promoter

B Reguiarory sequence
[ Selectabie marker

BamHI 578

Co

pEYFP-C6 ™=

SV4OER reg

" 1o 11 arigin .
79 ./
37 \\\ il
2 .
Clal 3603.—"_ o ——
/ B =
i 3535// . .
SV40 prom ' '
540 g TR TR
o \
amp prom Hpal 2526

- -~ \Hmcm 1832
= = .\
— ' 11 arigin
. .
V .
[T
\\‘\swo prom
. V40 origin
" Narl 3200 SV40 prom
7 ol 7 oo o s Created using PlasMapper
[ Open reacing frame
W Origin of repiication
W Regulatory sequence
e L I Reporter gene
PBR322 origin
e [ Selectable marker
S ER SR e B i
7 /E:aﬁv 643 u
7
TK_PAterm.

Cé6

=T ——Hindll 1628
Kpnl 1655

Bl 13 ey 209
Ndel 485

. ]
s e S 7 prom
” . Xbal 916

saoky

amp prom

pcDNA3.1-
C6YFP

SV40ER reg

¥ [ Lo
4TP.I marker / R
war 40477 |
SV40 pram 11 origin

5v40 origin SVAD prom

20 0f the 21 bt e shaven.

Xhol 922

I Open reading frame
W Origin of replication
W Promoter

I Reguiatory sequence
W Reporter gene

I Selectable marker
I unique restriction site

Cé6

Created using PlasMapper




a

Supplementary Figure 3
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Supplementary Figure 4
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Supplementary Figure 5
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