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Figure S2

Figure S2: Snapshot of Homozygosity Mapper Analysis of WGS SNPs data. The numbers on top 
represent each of the chromosomes. The numbers on the right indicate the score. The Analysis
shows homozygosity blocks on multiple chromsosmes, 1,3,6,10, and 20. The  homozygosity peak 
on chromosome 10 encompassing NT5C2 locus.
Multiple chromsosmes with multiple significant homozygositiy blocks is the common picture we  
encountered in consangenous families with consangenous marraiges over multiple generations.
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