
 
MID2   ACGCTCGACA 

MID3   AGACGCACTC 

MID4   AGCACTGTAG 

MID5   ATCAGACACG 

 

 

 

 

5’ CGTATCGCCTCCCTCGCGCCATCAG [ACGAGTGCGT] ACACGTCTGCAGTCAACTGGAAT 3’  

 

5’ CTATGCGCCTTGCCAGCCCGCTCAG [ACGAGTGCGT] ATGGTCCTGCACCAGTAATATGCA 3’ 

MID1 Forward KRAS-specific Primer A - Key 

MID1 Reverse KRAS-specific Primer B - Key 


