
ARHI-CG1 HpB07	
MALDI-TOF MS	 Pyrosequencing	

ZDBF2 HpB05	
MALDI-TOF MS	 Pyrosequencing	
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Figure	  S2	



ZDBF2 HpB09	
MALDI-TOF MS	 Pyrosequencing	

NAP1L5 HpB05	
MALDI-TOF MS	 Pyrosequencing	

0	  
0.1	  
0.2	  
0.3	  
0.4	  
0.5	  
0.6	  
0.7	  
0.8	  
0.9	  
1	  

M2.3	   M4	  
0	  

0.1	  
0.2	  
0.3	  
0.4	  
0.5	  
0.6	  
0.7	  
0.8	  
0.9	  
1	  

P1	   P2	   P3	  

0	  
0.1	  
0.2	  
0.3	  
0.4	  
0.5	  
0.6	  
0.7	  
0.8	  
0.9	  
1	  

0	  

0.1	  

0.2	  

0.3	  

0.4	  

0.5	  

0.6	  

0.7	  

0.8	  

0.9	  

1	  

P1	   P2	   P3	   P4	  



PEG10 HpB11	
MALDI-TOF MS	 Pyrosequencing	

INPP5FV2 HpB01	
MALDI-TOF MS	 Pyrosequencing	
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INPP5FV2 HpB02	
MALDI-TOF MS	 Pyrosequencing	

INPP5FV2 HpB04	
MALDI-TOF MS	 Pyrosequencing	
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INPP5FV2 HpB05	
MALDI-TOF MS	 Pyrosequencing	

INPP5FV2 HpB07	
MALDI-TOF MS	 Pyrosequencing	
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 INPP5FV2 HpB09	
MALDI-TOF MS	 Pyrosequencing	

INPP5FV2 HpB11	
MALDI-TOF MS	 Pyrosequencing	
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H19 promoter HpB05	
MALDI-TOF MS	 Pyrosequencing	

H19-DMR HpB04	
MALDI-TOF MS	 Pyrosequencing	

NA 
(see Supplementary Fig.3) 
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H19-DMR HpB05	
MALDI-TOF MS	 Pyrosequencing	

IGF2DMR0 HpB06	
MALDI-TOF MS	 Pyrosequencing	
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NA 
(see Supplementary Fig.3) 



IGF2DMR0 HpB09	
MALDI-TOF MS	 Pyrosequencing	

IGF2DMR0 HpB10	
MALDI-TOF MS	 Pyrosequencing	
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IGF2DMR2 HpB05	
MALDI-TOF MS	 Pyrosequencing	

IGF2DMR2 HpB09	
MALDI-TOF MS	 Pyrosequencing	
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KvDMR1 HpB05	
MALDI-TOF MS	 Pyrosequencing	

KvDMR1 HpB07	
MALDI-TOF MS	 Pyrosequencing	
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KvDMR1 HpB08	
MALDI-TOF MS	 Pyrosequencing	

MALDI-TOF MS	 Pyrosequencing	
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WT1AS HpB02	
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RB1 HpB01	

MALDI-TOF MS	 Pyrosequencing	

MALDI-TOF MS	 Pyrosequencing	
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RB1 HpB10	

MALDI-TOF MS	 Pyrosequencing	

MALDI-TOF MS	 Pyrosequencing	

RB1 HpB11	
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RB1 BWS109	

MALDI-TOF MS	 Pyrosequencing	

MALDI-TOF MS	 Pyrosequencing	

IG-DMR-CG4 HpB06	
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IG-DMR-CG4 HpB11	

MALDI-TOF MS	 Pyrosequencing	
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MCTS2 HpB03	

MALDI-TOF MS	 Pyrosequencing	
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GNASXL HpB01	

MALDI-TOF MS	 Pyrosequencing	
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GNASXL HpB06	

MALDI-TOF MS	 Pyrosequencing	
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GNAS1A HpB09	
MALDI-TOF MS	 Pyrosequencing	
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