
 

 

  

Y13-360 Y13-776

dPCR pyrosequencing

Y13-468 5561/1219 18.0 21.5

Y13-360 21468/8477 28.3 30.5

Y13-776 2892/1872 39.3 42

Y13-992 3701/3790 50.6 49.5

Y13-332 90/133 59.6 57.5

Y13-158 16486/28857 63.6 65

Y13-443 1134/3306 74.4 73

% of mutated BRAF by No. of WT/V600E 
genomes by dPCRSamples
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