Table S1. List of differentially expressed proteins

Accession Protein Name Gene Cc4 C4-2 C4-2B
Number Symbol /LNCaP /LNCaP /LNCaP
P05106 Integrin beta-3 ITGB3 0.78 1.50 2.00
060716 Catenin delta-1 CTNND1 1.10 1.58 1.94
P35221 Catenin alpha-1 CTNNA1 0.97 151 1.77
P02765 Alpha-2-HS-glycoprotein AHSG 0.96 1.19 171
P19440 Gamma-glutamyltranspeptidase 1 GGT1 0.82 1.56 1.63
P61224 Ras-related protein Rap-1b RAP1B 0.75 1.25 1.58
P62258 14-3-3 protein epsilon YWHAE 1.66 1.29 154
P53985 Monocarboxylate transporter 1 SLC16A1 1.13 1.56 151
P04406 Glyceraldehyde-3-phosphate dehydrogenase GAPDH 151 1.28 141
Q86X29 Lipolysis-stimulated lipoprotein receptor LSR 0.58 1.24 141
Q8TDB8 Solute carrier family 2, facilitated glucose transporter member 14 SLC2A14 0.93 1.08 141
P08514 Integrin alpha-Ilb ITGA2B 0.85 131 1.39
P00742 Coagulation factor X F10 0.90 111 1.33
P21333 Filamin-A FLNA 0.78 1.13 1.29
P07195 L-lactate dehydrogenase B chain LDHB 1.46 121 1.27
P12277 Creatine kinase B-type CKB 0.89 1.16 1.26
000159 Myosin-Ic MYO1C 0.90 1.33 1.26
P01024 Complement C3 C3 111 1.34 1.26
P13224 Platelet glycoprotein Ib beta chain GP1BB 0.89 1.17 1.24
P08758 Annexin A5 ANXA5 0.74 0.99 1.22
P35222 Catenin beta-1 CTNNB1 0.82 1.27 1.21
Q04917 14-3-3 protein eta YWHAH 1.05 1.24 1.21
P04899 Guanine nucleotide-binding protein G(i) subunit alpha-2 GNAI2 1.09 111 1.20
P00533 Epidermal growth factor receptor EGFR 0.95 1.16 1.19
Q5ZPR3 CD276 antigen CD276 0.95 1.01 1.19
P49327 Fatty acid synthase FASN 1.43 1.20 1.18
P54709 Sodium/potassium-transporting ATPase subunit beta-3 ATP1B3 1.42 0.97 1.18
P01023 Alpha-2-macroglobulin A2M 0.80 141 1.18
P31946 14-3-3 protein beta/alpha YWHAB 1.14 1.27 1.18
Q92928 Putative Ras-related protein Rab-1C RAB1C 1.02 1.03 1.17
P52565 Rho GDP-dissociation inhibitor 1 ARHGDIA 1.18 1.18 1.17
Q5JWF2 Guanine nucleotide-binding protein G(s) subunit alpha isoforms XLas GNAS 0.96 1.12 1.15
P06744 Glucose-6-phosphate isomerase GPI 1.07 1.07 1.13
P20742 Pregnancy zone protein PzpP 0.96 142 112
QINZN3 EH domain-containing protein 3 EHD3 0.92 1.05 111
P06396 Gelsolin GSN 0.84 1.09 111
P61981 14-3-3 protein gamma YWHAG 1.15 1.10 1.10
P04792 Heat shock protein beta-1 HSPB1 1.08 111 1.10
P84077 ADP-ribosylation factor 1 ARF1 1.07 0.94 1.10
P50995 Annexin A1l ANXA1l 1.03 0.95 1.10
P0O1111 GTPase NRas NRAS 1.05 1.00 1.10
P26038 Moesin MSN 0.98 1.03 1.09
P62937 Peptidyl-prolyl cis-trans isomerase A PPIA 141 0.98 1.09
P02787 Serotransferrin TF 1.00 0.99 1.09
P35613-2  Isoform 2 of Basigin BSG 0.98 1.04 1.07
P68871 Hemoglobin subunit beta HBB 0.99 0.96 1.07
P14174 Macrophage migration inhibitory factor MIF 1.20 1.03 1.07
P63104 14-3-3 protein zeta/delta YWHAZ 0.99 1.07 1.06
Q15907 Ras-related protein Rab-11B RAB11B 0.99 1.05 1.06
Q00796 Sorbitol dehydrogenase SORD 0.96 0.99 1.06
Q9H5V8 CUB domain-containing protein 1 CDCP1 1.16 1.05 1.06
Q01650 Large neutral amino acids transporter small subunit 1 SLC7A5 0.63 1.12 1.06
P62070 Ras-related protein R-Ras2 RRAS2 0.93 1.09 1.06
P60953-2  Isoform Placental of Cell division control protein 42 homolog CDC42 1.03 1.06 1.06
P04075 Fructose-bisphosphate aldolase A ALDOA 0.91 1.10 1.05
P69905 Hemoglobin subunit alpha HBA1 0.96 0.98 1.05
P02749 Beta-2-glycoprotein 1 APOH 0.86 0.91 1.05
P11166 Solute carrier family 2, facilitated glucose transporter member 1 SLC2A1 0.98 0.97 1.04
P61586 Transforming protein RhoA RHOA 1.04 1.01 1.04
P12259 Coagulation factor V F5 0.98 1.00 1.04
P14923 Junction plakoglobin JUP 1.00 0.97 1.03
P11233 Ras-related protein Ral-A RALA 0.96 1.01 1.03
PO7737 Profilin-1 PFN1 1.07 0.98 1.03
P49006 MARCKS-related protein MARCKSL1 1.05 1.00 1.03
P35241 Radixin RDX 1.01 1.00 1.03
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