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Fig. S1   Sanger sequencing confirmed the Rab43 knockout HepG2 cell line harbors three Rab43 mutant 

alleles with reading frame shift mutations in the gRNA targeting region   
Sanger sequencing results are presented by ChromasPro software in the upper panel, a total of three Rab43 mutant alleles were 

identified as listed in the lower panel. Mutant-1 allele harbors a deletion of A, mutant-2 allele with a deletion of C and mutant-3 allele 

with an insertion of C before PAM consensus sequence in comparison with the sequence of wild type Rab43 allele.  


