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Supplementary Figure 2
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Supplementary Figure 3
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A. Uncropped blot of p-Abl of Figure 4C

B. Uncropped blot of p-FGFR of Figure 4C
C. Uncropped blot of p-PDGFR of Figure 4C
D. Uncropped blot of p-VEGFR of Figure 4C
E. Uncropped blot of p-SRC of Figure 4C



Supplementary Figure 4
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A. Uncropped blot of p-ERK of Figure 4D
B. Uncropped blot of p-AKT of Figure 4D
C. Uncropped blot of p-STATS5 of Figure 4D
D. Uncropped blot of p-STAT3 of Figure 4D





