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Figure S$1

[ Wild p53
a Peaks overlapping with mutant p53 ChlIP in Breast b Peaks overlapping with mutant p53 ChlIP in Colon
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Figure S2
a Peaks overlapping with mutant p53 ChlIP in Breast b Peaks overlapping with mutant p53 ChlIP in Colon
T 1 1.0 T
1.5
s
o
O 1.0
C
& 0.5 _
e
(]
£ 0.5
S
=
EO-O____ == TTTTTEN T T T T TTTTTT™S T T T TPt - 0.0
o
O I
5
'.5-0.5—
(]
€
= -0.5 |
£-1.0
5
=
1.5+
- -1.04
«Q‘ ,\Q‘ 0(\\(/ /é(’) +°(\ ¢°Q b\(\g i&c)(’) &Q* &Q~ 0<"\\(' ’66 +0(\ ‘éo(\ &QQ &5)6)
s> 8 & ¢ ¢ L ¢ 5% & QN &
& © ,\o& N N RS
e $
Genomic Annotations Genomic Annotations
Figure S3
a b
Breast Differentially Accessible Peaks Colon Differentially Accessible Peaks
I p53 Response Element w
£ 1200- B Mutant ChiP-seq overlap | &
g g 800 b
5 I Both 5
® i B None ]
g o £ 484 ——
S 650 Group B I CNA > _ Group B
2 + 455 Z 400 g 326
400— 7 +
392
345 Group A 373 Group A [ 222
J 07 .
0 :
Loss (1587) Gain (984) Loss(1143) Gain(640)
Figure S4
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Breast: JASPAR and HOMER overlap Colon: JASPAR and HOMER overlap
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