Supplementary Table 1 | RNAsequencing data.

st_gene_id gene_id gene_symbol EXP_DMSO LoanXslz;tin dlffe_)\(/z_—l_lg\g/az‘zigt?:ﬂso

G9606_28200 8362 H4C12 2.32 0 -7.857981
G9606_29511 101928589 LOC101928589 1.85 0 -7.5313815
G9606_11733 2953 GSTT2 1.82 0 -7.5077946
G9606_24237 8681 JMJD7-PLA2G4B 0.58 0 -5.857981
G9606_32443 100534592 URGCP-MRPS24 0.49 0 -5.6147098
G9606_20016 8350 H3C1 0.46 0 -5.523562
G9606_30971 440153 OR11H12 0.4 0 -5.3219281
G9606_16435 161247 FITM1 0.37 0 -5.2094534
G9606_23903 389125 MUSTN1 0.37 0 -5.2094534
G9606_35077 135458 HUS1B 0.36 0 -5.169925
G9606_8263 2543 GAGE1 0.34 0 -5.0874628
G9606_12661 102723360 LOC102723360 0.34 0 -5.0874628
G9606_17829 6346 ccL1 0.33 0 -5.0443941
G9606_4005 102724334 LOC102724334 0.33 0 -5.0443941
G9606_32654 645051 GAGE13 0.29 0 -4.857981
G9606_68939 114118903 ARHSG CA(‘;PSMA_ 0.27 0 -4.7548875
G9606_23549 6462 SHBG 0.27 0 -4.7548875
G9606_12503 140711 TLDC2 0.27 0 -4.7548875
G9606_34219 93659 CGB5 0.26 0 -4.7004397
G9606_20615 51327 AHSP 0.25 0 -4.6438562
G9606_27920 56158 TEX12 0.25 0 -4.6438562
G9606_26299 7123 CLEC3B 0.24 0 -4.5849625
G9606_21109 283869 NPW 0.22 0 -4.4594316
G9606_13328 102724652 CRYAA2 0.21 0 -4.3923174
G9606_8904 3972 LHB 0.21 0 -4.3923174
G9606_8340 203569 PAGE2 0.2 0 -4.3219281
G9606_26978 51480 VCX2 0.2 0 -4.3219281
G9606_12317 100526760 ABHD14A-ACY1 0.19 0 -4.2479275
G9606_7227 2253 FGF8 0.18 0 -4.169925
G9606_6061 114928 GPRASP2 0.18 0 -4.169925
G9606_20101 6236 RRAD 0.18 0 -4.169925
G9606_20922 29802 VPREB3 0.18 0 -4.169925
G9606_10605 353500 BMP8A 0.17 0 -4.0874628
G9606_3840 1159 CKMT1B 0.17 0 -4.0874628
G9606_32570 2980 GUCA2A 0.17 0 -4.0874628
G9606_35658 474382 H2AB1 0.17 0 -4.0874628
G9606_24313 253582 TMEM?244 0.17 0 -4.0874628
G9606_33017 100170765 ERICH4 0.16 0 -4
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