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Supplemental Prognostic significance of KATS in patients with KIRC (A)Expression of KATS

in KIRC based on individual cancer stages, metastasis status and tumor grade. *, P<0.05; **, P<0.01;
**% P<0.001. Compared with to normal tissues (UALCAN database). (B) GSEA analysis of KATS.

Kaplan-Meier curves exhibited the relationships between MYST HAT expression and (C) overall

survival or (D) disease-free survival of KIRC patients (GEPIA database).



