Supplementary Fig 1 The read counts for each sample were normalized in GSE63514 and GSE9750.
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Supplementary Fig 2 PCA and expression ridgeline analysis of hub genes. A. PCA analysis of hub gene, in which the axes PC1 and PC2 are the first and second principal components (explanation rate of differences by potential variables). Dots represent samples, and different colors indicate different groupings. B. Hub gene ridge line plot. Horizontal coordinates represent gene expression, and vertical coordinates represent sample abundance of the corresponding expression.
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Supplementary Fig 3  Investigation of the association between RBM15 expression and immune infiltration and survival in CC. A. The Kaplan-Meier Plotter database was used to analyze the correlation between RBM15 expression and survival of CC patients. B-C. Correlation between RBM15 expression levels and CD4 + T cell immune infiltration. [image: D:\吕艳丽投稿单\SY046张春年\一投\SY046张春年-投稿图表-20230410\supplement Figure 3.jpg]
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