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Supplementary Figure 1. The association between NDRG1 protein expression and

aggressive features of breast cancer according to the fixed-effects model.
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Supplementary Figure 2. The association between NDRG1 protein expression and tumor

stage was identified according to the random effects model.
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Supplementary Figure 3. The association between NDRG1 protein expression and axillary

lymph node metastasis according to the random effects model.
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Supplementary Figure 4. The association between NDRGL1 protein expression and ER

status according to the random effects model.
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Supplementary Figure 5. The association between NDRGL1 protein expression and PR status

according to the fixed-effects model.
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Supplementary Figure 6. The association between NDRGL1 protein expression and Her2

status according to the random effects model.



