Supplementary Data



Supplementary Figure. 1 Differential expression of model genes in TCGA-GTEx database.
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Supplementary Figure.2 Differential expression of immune cells in high and low risk groups.
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Supplementary Figure.3 Prediction of drug sensitivity in high and low risk groups.
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The pRophetic algorithm was used to predict thél IC50 and correlat'i“on of 35 commonfS/ used chemotherapeutic agents in the high- or low- risk groups.
(A) Risk model was predicted to present a positive correlation with Axitinib, CEP-701, EHT 1864, MP470, Nilotinib and Phenformin, and a negative correlation with Epothilone B,
JW-7-52-1, GW843682X, Paclitaxel, BI-2536 and EKB-569.
(B) Predicted IC50 for high and low risk groups.
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Supplementary Figure.4 Mutation landscape in risk score.

.00 1 ered in .9%) of 82 samples. ered in 6) of 79 samples.
1.00 Altered in 77 (93.9%) of 82 I Altered in 56 (70.89%) of 79 I
12474
s =k H-TMB+high risk g
ok H-TMBiow ok " o . I|I|| e e i »
o " — IRl Ml hahl L L] B ¢ ...
0.75- == L-TMB+high risk KRAS THEREE RN 78% I KRAS LT L1 44% _
' b L-TMB+low risk TP53 il Il I i 62% I TP53 Elllh-“l“ Illlll.llll 49% F
> SMAD. i m  26% SMAD4 1] m 18%
= . CDKN2A mom ] 21% CDKN2A il IH | | I 15% Il
o TN [} 6% Ml TN | Illll n 1 1% F
MUC16 9% uC16 5
@© muc 1 [ | n %
Q RNF43 | | 1 n % RNF43 | 1 1 5%
= HECW2 1 n I 6% = HECW2 H 11 4% =
60.50{ =-----= mxsl I | Lt i i el |
© RYR1 | 2% | RYR1 | | I s W
> ARID1A 11 11 7% W ARID1A 1 1% |
S T6FBR2 | | 1 | 1 6% TGFBR2 | 11 4% i
5 RIMS2 2% RIMS2 | n | | 6% M
D TPO 1 | ex B TP HNNGNIND 3% 1
0.25 SACNA1B 1 | |l | 5% , ,Afgg;? I | i [ m E
25 - LRP1B 4%
GNAS 12% | GNAs - I | miex N
p<0- pPcoH15 [ L1 1 5% PCDH15 1 | ] % 0
RNF213 1% | RNZT/; T 1 i Ig& I.
GLI3 1 1 I 5% 0}
0.001 = Missense_Mutation  In_Frame_Del Risk : ,h:llri:rsre:sgﬁxmoaé:on . ::_E::x_ll?::l Risk‘
X ! . ' : . ‘ ' . ' g:x 22:: l[;:] : m;.fi'aﬁ?.e e = high = Nonsense_Mutation = Multi_Hit 5 ::,Ia,h
0 1 2 S 4 5 6 il 8 = = low = Frame_Shift_Ins

a Nonsense Mutation

Time(years)

(A) Mutation combined risk score for KM survival analysis.

(B) Plot of the top 20 mutated genes in the high-risk groups.

(C) Plot of the top 20 mutated genes in the low-risk groups. The upper bars show the amount of mutations and the corresponding mutation types. The right bar graph shows the mutation
frequencies of the top 20 mutated genes.



Supplementary Figure.5 Performing Kaplan-Meier survival analysis using external validation sets from GEO datasets.
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Supplementary Figure.6 BAGNTS8 plays a role in inhibiting pancreatic cancer growth and metastasis.
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(A) In situ tumor formation in different B3GNT8 expression groups.

(B) Liver metastasis in different B3GNT8 expression groups

(C) HE staining images at 10x magnification and 20x magnification of in situ tumors from different B3GNT8 expression groups (A is for pancreatic alveoli, | is for pancreatic islets,
PC is for pancreatic cancer).

(D) HE staining images at 10x magnification and 20x magnification of liver metastases from different B3GNT8 expression groups (PC is for pancreatic cancer, H is for Hepatocyte).
(E) Differential statistics of tumor weight in different B3GNT8 expression groups.

(F) Differential statistics of the number of transfer lesions in different BSGNT8 expression groups.



Table S1 Cell phenotypes and corresponding channel information.

Table.1: cell phenotypes and corresponding channel information

Index Phenotyp Dye typel type2
e Name Name

0 PANCK+ CY5 AND Positive

1 PDL1+ SpGold AND Positive

2 CD8+ SpGreen AND Positive

3 PDL1+C SpGold AND Positive
D8+

3 PDL1+C SpGreen AND Positive
D8+

4 PDL1+PA SpGold AND Positive
NCK+

Note: Index: Cell Phenotype ID; Phenotype Name: Cell Phenotype Name; Dye Name: Channel
Name in the scan results; typel: Relationship between channels within a single phenotype. If
the relationship between channels within a phenotype is "and," it means all channels must be
present; if the relationship is "or," it means any of the channels can be present. type2: If the
channel is positive within a single phenotype, it is labeled as Positive; if it is negative, it is
labeled as Negative.



Original images



Original images of Western Blots
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Original images of Western Blots
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Original images of Western Blots -- Replication
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Original images of Western Blots -- Replication
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Original images of Western Blots
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Original images of Western Blots -- Replication

OE Vector
@ + - |B3GNTS8 |~
<
o
S— W | GAPDH (v
36KD - OE Vector
GAPDH " _— e
43KD R—— OE Vector ]
B3GNT8  #% -

B3GNT8

B3GNT8




Original images of Western Blots
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Original images of Western Blots -- Replication
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Original images of Western Blots
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Original images of Western Blots -- Replication
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