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Suppl.Figure.l. Frontal and occipital scalp eQTLs in the replication sample. A) Manhattan plot of
nominal frontal eQTLs. B) Manhattan plot of nominal occipital eQTLs. C) Plot of P-value and
distance to probe start site for frontal eQTLs with p < 5x10°° (top variant per probe). E) Plot of P-
value and distance to probe start site for occipital eQTLs with p < 5x10° (top variant per probe).
F) Venn diagram of eSNPs in frontal and occipital scalp. G) Venn diagram of eGenes in frontal

and occipital scalp.
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Suppl.Figure.2. FUMA Hallmark and Reactome pathway enrichments for the differential analysis.

A) Frontal-specific pathway terms. B) Occipital-specific pathway terms.



