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Figure S1. Flow diagram of the study selection process.
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Figure S2. Begg’s Funnel plots of association between TP53 codon 72 polymorphism with OPMD onset in (A)

allele model, (B) heterozygote model, (C) homozygote model, (D) dominant model, (E) recessive model.
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Figure S3. Begg’s Funnel plots of association between TP53 codon 72 polymorphism with OPMD progression in
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(A) allele model, (B) heterozygote model, (C) homozygote model, (D) dominant model, (E) recessive model.



