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[ Gene Pattern Job Eesult

Your request has been sent to GenePattern for processing, and your job id 15 : 385. When your
task is complete, your data will be ready for analysis in GenePattern. Your available tasks will
appear in the right sidebar of the GeneFattern when they are ready. The approzimate processing
time is 2-3 minutes.

o Job# 385 (OB Glioma Subtype Prediction MModule) completed ¥

Al available Gene Fattern jobs

o Job# 3832 (IMOE Gloma Subtype Prediction MModule) completed ¥
completed ¥

o JTobi# 383 (NOB Ghoma Subtype Prediction Module)

completed ¥
o Jobi# 3584 (OB Glioma Subtype Prediction hodule)

Click the following output file names to see the results

o Welch PCA prediction pdf

Fleage click the abowe link to launch GeneFattern when it has been completed. If your task does
not appear in the sidebar, please wait a minute and refresh the GenePattern page to try again,
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E10044_U133P2 is classified to G (p = 99.93%) then to GB2 (p = 81.37%)
Distance: GB1: 18.15, GB2: 3.37
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