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1 Model equations and details

1.1 Model equations
Let Cs be the number of people with susceptible bacteria in the community andHs the equivalent number in
hospital. Let CRc be the number with resistant bacteria in the community who acquired the resistant bacteria
(either via transmission or de novo) in the community and let the number in the community with resistant
bacteria acquired in hospital be CRh. The equivalent populations in the hospital are HRc and HRh. The
status of everyone carrying bacteria is appropriate for a commensal such as E. coli. These sub-populations
interact via the dynamics shown in the difference equations in (1).

Cs[i+ 1] = Cs[i] + lHs[i]− (α+ ωcε)Cs[i]− βcωc(CRc[i] + CRh[i])Cs[i]/Nc

+ c(CRc[i] + CRh[i]) + icrµr(CRc[i] + CRh[i]) + ihrµr(HRc[i] +HRh[i]) + ihµsHs[i]

+ b(CRc[i] + CRh[i] +Hs[i] +HRc[i] +HRh[i])

CRc[i+ 1] = CRc[i] + lHRc[i]− αCRc[i] + ωcεCs[i]

+ βcωc(CRc[i] + CRh[i])Cs[i]/Nc− (c+ icrµr)CRc[i]− bCRc[i]

CRh[i+ 1] = CRh[i] + lHrh[i]− αCRh[i]− (c+ icrµr + b)CRh[i]

Hs[i+ 1] = Hs[i]− lHs[i] + αCs[i]− ωhεHs[i]− βhωh(HRc[i] +HRh[i])Hs[i]/Nh

− (ihµs + b)Hs[i]

HRc[i+ 1] = HRc[i]− lHRc[i] + αCRc[i]− (ihrµr + b)HRc[i]

HRh[i+ 1] = HRh[i]− lHRh[i] + αCRh[i] + ωhεHs[i]

+ βhωh(HRc[i] +HRh[i])Hs[i]/Nh− (ihrµr + b)HRh[i]

(1)

1.2 Detailed model dynamics
Patients move from the community into the hospital at a rate (α) which is equal to the hospitalization rate per
day (Table 1). The reverse, movement of people from the hospital into the community (l) is the inverse of
the length of hospital stay. This exit rate was varied to maintain the desired proportion of the population in
the hospital in each scenario. It is assumed that all people, whether carrying susceptible or resistant bacteria
have the same characteristics in terms of entry and exit. In our case study, the required constant length of
stay to give 0·25% of the population in hospital was 3·15 days (Table 1).

People can acquire ARB either by transmission or by de novo emergence. The latter is determined by
assuming that a proportion (ε) of every person that is treated with (or exposed to) antibiotics (at a rate ω)
becomes dominantly colonised by ARB. It is difficult to determine estimates for this proportion (ε) but it is
assumed to be the same for hospital and community acquisition so should have little impact on the relative
results.

The antibiotic exposure parameter (ω, the probability of being given an antibiotic per day) differs by
setting and is assumed to (usually) be higher in hospitals than in the community. Within the parameter
variation, we also explored simulations under which treatment rates with antibiotics in the community exceed
those in the hospital. In the case study, it is assumed that 22% of inpatients on any given day are receiving
beta-lactam antibiotics and that 0·86% of those in the community are [1, 2] (Table 1).

The rate of transmission is taken to be a mass action assumption (the more people carrying bacteria,
the more secondary cases) with random mixing in the hospital and community separately. The number
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of new cases with resistance is the transmission parameter (βh, βc for hospital or community respectively)
multiplied by the number of people with susceptible bacteria, the proportion of the population with resistant
bacteria and the level of antibiotic exposure (all in the relevant setting). This transmission parameter (or
effective contact rate) is a product of the number of contacts per day and the probability that transmission
of bacteria occurs in that contact. It was assumed that this rate differs between the settings - there are
assumed to be usually be the same or more effective transmission events in the hospital setting. This is
similar to assumptions in previous work considering transmission of other resistant bacteria: for a meticillin-
resistant Staphylocccus aureus (MRSA) model of spread in hospitals and the community it was assumed
that transmission only occurs in hospitals [3]. This is because in hospitals it is potentially more likely that
successful transmission of bacteria will occur due to proximity of patients, increased bacterial load of the
hospital patients (“source”) and immunocompromised status of patients (“receivers”). The total number
of contacts is likely to be greater in the community, however each contact is likely to have a substantially
lower chance of successful bacterial transfer. This transmission parameter is difficult to estimate. Here the
estimates for the case study fitted these transmission rates to give the carriage prevalence for cephalosporin-
resistant E. coli seen in England [4, 5] (Table 1).

It is assumed that there is a certain rate (ic, ih) at which those carrying bacteria become infected, which
differs by setting. Due to potential fitness costs to resistant strains, it is assumed that resistant strains are
equally or less likely to cause an infection than susceptible strains (by a factor rinf ) (Table 1). For our
case study, the incidence of E. coli bacteraemias at 64·1 cases per 100,000 across 2013/15 [6] was used to
calculate the infection rate (ic) per day. A proportion of those that become infected die and those who die
are replaced by a person with susceptible bacteria in the community. The mortality rate for people infected
with ARB was taken to be higher than for patients with susceptible bacteria based on bacteraemia data [7].

People do not remain persistently colonised with ARB in the community, but instead carriage is lost (at a
rate c). Due to the short duration of stay, and the likely higher transmission rates in hospital, it was assumed
that resistant bacterial carriage is not lost in the hospital setting.

1.3 Model simulation
The deterministic model was constructed in R [8]. The initial population of 100,000 individuals was split
into the correct proportions in hospital vs. community with zero prevalence of resistance, but everyone
colonised with susceptible bacteria. The model was then run until an equilibrium was reached, and then the
proportion of all people with resistant bacteria that had acquired it in the hospital was calculated (1).

Of the 10,000 LHS parameter samples, 3438 gave negative popuation sizes or invalid outputs. This
would be expected with the wide ranges given for the parameters - some extreme combinations would give
unreal dynamics. This left us with a ”valid” set of 6562 parameter sets.

2 Parameter calculations
Nh: The hospital population: The percentage of the total English population in hospital was calculated as
the total number of overnight beds in England in 2015 (130,000) [9] divided by population (53 million) to
give 0·25%. A range for this parameter of between 0·02% and 3% was explored. This was achieved by
varying the exit and entry rates.

α: The rate at which those in the community enter the hospital was calculated from the data which states
that there were 16 million admissions in England in a year (2014) [10] and the English population is 53
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million. So a per day probability of entry rate was 16 / 53 / 365. This was varied between 4 million and 40
million admissions a day.

l: The rate at which those in the hospital return to the community is the inverse of the expected length of
stay. In order to maintain the fixed 0·25% of the population in hospital (Nh), this parameter was varied until
this percentage remained fixed at the baseline incoming from the community (α) rate. This gave a mean
length of stay of 3·15 days. This was varied to give differing exit rates and hence numbers in hospital (Nh).

ε: The proportion that acquire resistance during treatment is a complex parameter to estimate. One
large review paper (from over 20 years ago), considered 173 studies of 8 antibiotic classes and 225 indi-
vidual treatment regimens to find that resistance arose in 5·6% of all treatments [11]. However, it has been
seen to be lower (0·8%) for acquired drug resistance in initially pan-sensitive Mycobacterium tuberculosis
strains [12]. Other studies report a range for different antibiotics and bacterial species with an overall inci-
dence of 1·9% [13] or a range from 4·7% to 13% [14]. In our case study, we are considering resistance to
third-generation cephalosporins (which commonly reflects production of extended-spectrium β-lactamases
(ESBLs)), and which typically arise via transmission, i.e. ESBL-mediated resistance does not normally arise
during treatment. This suggests that the level of appearance will be low. For our case study we take the mean
of the lowest estimates (0·8% and 1·9%) and set the proportion to be 1·35%. The full range from 0·8% to
13% is explored in the parameter variation.

ωc, ωh: To calculate the rate of antibiotic exposure for β-lactams we took the data from the detailed
ESPAUR report [1]. Here, total consumption in DDD per 1,000 inhabitants was combined for 2014 data
on penicillins (10·27), cephalosporins (0·50) and carbapenems (0·08) to give the total of 10·85 DDD / 1000
inhabitants per year. Splitting this into community and hospital use gives 8·60 and 2·24 DDD / 1000 in-
habitants respectively. However, this value ignores the time component and also the dose used. Instead, we
used the English Point Prevalence Survey data from 2011 to calculate how many hospital patients were on a
β-lactamase sensitive antibiotic [2]. This came to a total of 11,283 out of 50,778 patients surveyed, resulting
in a prevalence of 22% of patients on these antibiotics.

Point prevalence survey data do not exist for the community and so the DDD data was used for the case
study community estimate at 8.6 DDD / 1,000 per day. The range explored for the community was taken
to be 5 to 50 DDD per 1,000 inhabitants per day. To link the community and hospital rates, we changed
the community estimate (ωc) within this range and then multiplied it by a factor to get the hospital estimate
(ωh). In the case study the ratio was approximately 26 (0·22/0·0086). In order to explore the situation if use
in the hospital was lower than in the community (which may be the case for some antibiotics) the factor was
set to range between 0·5 (i.e. ωh = 0·5× ωc) up to 100.

βh, βc: Transmission rates: number of contacts per day and probability transmission of bacteria occurs in
that contact in the hospital or community respectively. These were initially calibrated to give the case study
values for cephalosporin-resistant bacteria. However, prevalence of carriage of cephalosporin-resistant bac-
teria in the community and the hospital is hard to determine. A study of faecal carriage in Birmingham
found 11% of those community samples investigated from 2010 were positive for CTX-M ESBL [5]. This
varied by a person’s global origin from 8·1% to 22·8% for ‘Europe’ and ‘Middle East/South Asia’ respec-
tively. These results were higher than a previous sample of 1,000 isolates from faecal samples from 2003 in
York which found a prevalence of ESBL of 1·9% across community and hospital isolates [15]. The ratio of
hospital to community resistance prevalence was 1·4 : 1. A higher ratio of resistance prevalence has been
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seen in London hospitals from clinical infection isolates (approximately 3 : 1) [4]. Thus the existing data is
a mixture of colonisation and infection data.

We took the data from the most recent carriage study [5], and the ratio found between community and
hospital clinical isolates, to give a prevalence of with ESBL in the hospital (3 × 11) of 33% assuming a
community level of 11%. The community carriage rate is however based on only one study that may not
be representative of the UK in general. Similarly, taking a carriage proportion and multiplying it up to give
a ”with ESBL” proportion in hospitals may overestimate the proportion with ESBL in the hospital setting.
However, this case study aims to just give an example.

The value for βh when calibrated to this 33% prevalence, could not hit the community prevalence of
11% even assuming transmission in the community was the same as that in the hospital. To hit 33% in the
hospital, the resulting value for βh was 1.8, giving a community prevalence of 6%, assuming the same level
of transmission in the community. We took the range for βh from this estimate and varied it between 1 and
50. The level in the community was assumed to range from being 25 times smaller to up to being double the
hospital rate.

c: The rate of clearance of resistant bacteria in the community: It is assumed that the time in hospital
is much shorter than the time to clearance so there is no clearance in hospital. Again, this is a parameter
for which the data is scarce, often because few follow-up studies consider patients for significant periods
of time and there is the complication of any re-colonisation. One study found that the median time to
clearance of highly resistant Enterobacteriaceae was 42 days and 144 days for any antimicrobial-resistant
bacteria [16]. Another study, in France, found the median duration of carriage of ESBL-producing bacteria
to be 6.6 months [17]. However, others have found there to be no change in resistance E. coli carriage
prevalence 180 days after hospital discharge [18]. The mean duration of carriage with multiply resistant
Klebsiella pneumoniae was 160 days in residents of nursing or residential homes [19]. Thus the range for
this parameter is explored from 42 days [16] to a maximum of 2 years (to incorporate the no change by 180
days in [18]). For those with data on a mean time to clearance, the average was 127 days (42, 179 and 160)
and so this is taken for the case study situation.

ic: The rate of infection in the community for the case study is taken as the incidence in the mandatory
surveillance data on E. coli bacteraemias: 64.1 cases per 100,000 across 2013/15 [6]. This results in a value
for our case study of 64·1/100, 000/365 which is 1·75 × 10−6. This is a rate and so can be applied in
the hospital. However due to the co-morbidities of patients in the hospital, which will increase the risk of
infection, the rate is taken to be higher in hospitals. A factor of 100 for the case study was assumed. This
parameter is conservative in that there would also be other infections, more than just bacteraemias, and so
an underestimate of the total number but is unlikely to affect our ratio of selection between hospital and
community.

rinf The decreased rate of infection for resistant strains is taken due to the fact that most resistant bacteria
have been found to have a fitness cost [20] at least initially. However recent work suggests that it could be
ameliorated [21] and hence a range of up to 1, or equal likelihood of infection was explored.

µr, µs A wide range of differences in the impact of resistance on mortality has been found with relative
risks ranging between 1 (no impact) (e.g. [? ]) and up to 3 [? ? ]. For the case study, we took data from
a UK study ([7]) that gave relative mortality rates for infections caused by ESBL-producing bacteria from
a big enough sample of patients to detect a difference [? ]. Our range of values explored reflect the above
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mentioned variability found across the studies from different hospital and geographic settings.
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3 Additional results

3.1 Proportion of the population in hospital
Corresponding to the changing exit rate and incoming hospital rate in the main text Figure 2c, the changing
proportion of patients in the hospital is plotted in Figure 1. The range is from 0·02% to 3%. Comparing this
to Figure 2c in the main text it can be seen that as the percentage in hospital increases (towards the bottom
right corner of the graph Figure 1), the proportion of resistance acquired in hospitals also increases (towards
the bottom right corner of Figure 2c in the main text).
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Figure 1: The percentage of the population in hospital as the exit and entry rate varies.
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At 1% or 2% of the population being in our hospital setting, a mean of 34% and 38% of ARB in the total
population were acquired in hospital.

3.2 Variation in infection and mortality rates
Additional results figures for the proportion of antibiotic resistance selected for in the community with
variation in infection and mortality rates are given in Figure 2. This shows that varying the infection or
mortality rates between hospital and the community had very little impact on the proportion on the total
population with resistance that acquired it in the hospital (Figure 2) and that this was the minority as for the
other parameter combinations.
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Figure 2: Under our parameter explorations, the majority of people with resistance acquired the strain in the community.
Here, the proportion of the population with resistance that was acquired in the hospital at different parameter levels
is shown with red colours indicating that the minority acquired resistance in the hospital setting. The dashed lines
indicate the boundary of 50% resistance selected for in the hospital, with blue/green levels indicating the majority
of acquisition was in the hospital setting with (a) varying infection and (b) mortality rates. The target indicates the
parameter combinations in our case study.
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3.3 Histogram of parameter sets
A histogram plot for the proportion of total ARB selected in hospital for the total and hospital populations for
the 6,562 valid parameter show a highly skewed nature (Figure 3). For the total population the distribution
was positively skewed with a mean of 31%, median of 26% and lower/ upper quartiles of 10% and 49%
respectively of ARB acquired in hospitals. For the hospital popuation, the density distribution was negatively
skewed with a mean of 71%, median of 80% and lower/ upper quartiles of 54% and 92% respectively of
ARB acquired in hospitals.
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Figure 3: Density plot for the proportion of total ARB selected for in hospitals from the valid LHS parameter combina-
tions

3.4 Sensitivity analysis for hospital population
In a sensitivity analysis of the proportion of acquisition in hospital that occurs in hospital, we found that the
most influential parameters are those of antibiotic exposure, rate of clearance of resistance in the community
and length of stay (hospital exit rate) (Figure 4).

3.5 Sensitivity analysis for resistance prevalence
If we consider the impact of parameter variation on the prevalence of resistance we find a similar set of
parameters to be important (Figure 5). However, the most correlated was rate of clearance of resistance in
the community.
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Figure 4: The rate at which resistance is cleared in the community and antibiotic exposure level in the community are
the key drivers of acquisition in hospital for the hospital population. This is shown by them ranking the highest in this
Partial Rank Correlation Coefficient analysis of key parameters against proportion of resistance in hospital selected for
in hospital.
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Figure 5: Tornado diagram of the key drivers of resistance prevalence from Partial Rank Correlation Coefficient analysis.
The ranking is in term of their PRCC value against final total prevalence of resistance carriage per 100,000.
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