o

Cytokine
CTACK
e Eotaxin
== GROa
.- IL-16
.-~ IL-18
IL-1ra
- . I8
P, s MCSF
= MIF

mr_ivw_eQTL

0.0

= MG

= MIP1a

= MIP1b

= RANTES
SCF
SeSelectin
sICAM
sVCAM
TRAIL
VEGF

05

mr_ivw_pQTL
Supplementary figure 1. Correlation of MR-IVW estimates (betas) using the two different instrument definitions. Y axis

represents the MR IVW estimates using the cis-eQTL and X axis represents the MR IVW estimates using the cis-pQTL
instrument definition.
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Supplementary figure 2. Associations that showed MR evidence for both causality and colocalization (posterior
probability>0.8) are plotted, within £500 kb of the gene locus of the exposure cytokine.



