Figure S1. Genetic associations of major histocompatibility complex (MHC) genes region with BD risk
and intelligence in the GWAS datasets. A physical map of the region is given and depicts known genes
within the region, and the LD is defined based on the SNP rs3749971.
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Figure S2. Genetic associations of ADCY2 region with BD risk and intelligence in the GWAS datasets. A
physical map of the region is given and depicts known genes within the region, and the LD is defined
based on the SNP rs17826816.
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