
Figure S1. (A) The heatmap of the expression differences of top 50 kinase 

genes in GSE19804. (B)Cell proliferation assay performed by CCK-8 assay 

for 7 candidate genes. 
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Figure S2. (A) The heatmap of the CKMT1 protein expression in NSCLC tissues 

and paired normal tissues. (B) The comparison of the CKMT1 protein expression 

between NSCLC tissues and paired normal tissues. (C) The cell cycle distribution 

of H1299-ctrl and H1299-CKMT1 cells. *P<0.05; **P<0.01; ***P<0.001.
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