
                               Figure (1) 
 
NO1     TTGGGGGCGACACTCCACCATAGATCACTCCCCTGTGAGGTACTACTGTCTTCACGCAGA 60 
NO5     TTGGGGGCGACACTCCACCATAGATCACTCCCCTGTGAGGAACTACTGTCTTCACGCAGA 60 
4a      TTGGGGGCGACACTCCACCATAGATCACTCCCCTGTGAGGAACTACTGTCTTCACGCAGA 60 
        **************************************** ******************* 
 
NO1     AAGCGTCTAGCCATGGCAGTTAGTATAGAGTGTCGTACAGCCTCCAGGACCCCCCCTCCC 
120 
NO5     AAGCGTCTAGCCATGGCAGTTAGTATAGAGTGTCGTACAGCCTCCAGGACCCCCCCTCCC 
120 
4a      AAGCGTCTAGCCATGGC-GTTAGTAT-GAGTGTTGTGCAGCCTCCAGGACCCCCCCTCCC 
118 
        ***************** ******** ****** ** *********************** 
 
NO1     GGGAGAGCCATAGTGGTCTGCGGAACCGGTGAGTACACCGGAATCGCCAGGACGACCGGG 
180 
NO5     GGGAGAGCCATAGTGGTCTGCGGAACCGGTGAGTACACCGGAATCGCCAGGACGACCGGG 
180 
4a      GGGAGAGCCATAGTGGTCTGCGGAACCGGTGAGTACACCGGAATTGCCAGGACGACCGGG 
178 
        ******************************************** *************** 
 
NO1     TCCTTTCTTGGATAAACCCGCTCCATGCCTGGAAATTTGGGCGTGCCCCCGCAAGACTGC 
240 
NO5     TCCTTTCTTGGATAAACCCGCTCCATGCCTGGAAATTTGGGCGTGCCCCCGCAAGACTGC 
240 
4a      TCCTTTCTTGGATCAACCCGCTCAATGCCTGGAGATTTGGGCGTGCCCCCGCGAGACTGC 
238 
        ************* **** ******* ****************** ******* 
 
NO1     TAAGCGAGTAGTGTTGGG
300 
NO5     TAGCCGAGTAGTGTTGGG
300 
4a      TAGCCGAGTAGTGTTGGG
298 
        **  **************
 
NO1     GTCGCCGGGGAGGTACTC
360 
NO5     GTGCCCCNGGAGGTA-TC
358 
4a      GTGCCCCGGGAGGTC-TC
355 
        **  **  ******  **
 
 

 

 

***** **
TCGCGAAAGGCCTTGTGGTACTGCCTGATAAGGTGCTTGCGA 

TCGCGAAAGGCCTTGTGGTACTGCCTGATAGGGTGCTTGCGA 

TCGCGAAAGGCCTTGTGGTACTGCCTGATAGGGTGCTTGCGA 
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CCTGTGCACCATGAGCACGAATTCCTAAACCTCAAAG 

CC-GTGCACCATGAGCACGAATTCCTAAACCTCAAAG 

CC-GTGCATCATGAGCACAAAT-CCTAAACCTCAAAG 
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