
3’ u c g a c UCA - CAUCCUACAAAUGu 5’ hsa-mir-30b

591: 5’ u ac u c AGUAAUGAAAUGUUUAC u 3’ NOV
| | | | : | | | | | | ||

mirSVR Score: -1.0419

3’

591: 5’

g a AGGUCA - - GCUCCUACAAAUGu

u Ac U CAGUAAUGA - AAUGUUUACu
| | | | | : | |

5’ hsa-mir-30a

3’ NOV

mirSVR Score: -1.0446

A.

| | | | | | | |

3’ g a AGGUCA - GCCCCUACAAAUGu 5’ hsa-mir-30d

591: 5’ u Ac U CAGUAAUGAAAUGUUUAC u 3’ NOV
| | | || | | | | | | | |

mirSVR Score: -1.0446

3’ g a AGGUCAGUUC - CUACAAAUGu 5’ hsa-mir-30e

591: 5’ 3’ NOV
| | || | | | | | | | | ||

mirSVR Score: -1.0392

3’ c g a c UCUCA - CAUCCUACAAAUGu 5’ hsa-mir-30c

590: 5’ a uu c ACAGUAAUGAAAUGUUUACa 3’ NOV
| | | | | : | | | | | | | |

mirSVR Score: -1.0419

3’

290: 5’

c g a c u c u c ACAUCCUACAAA - UGu

a uu u a c u uUGUAGACUGUUUCACa
| | | | | | | | | | | |

5’ hsa-mir-30c

3’ NOV

mirSVR Score: -1.0927

B.

C.

|

u Ac U CAGUAAUGAAAUGUUUAC u
|

3’ u c g a c u c a c a u c CUACAAAUGu 5’ hsa-mir-30b

1252: 5’ a ua g u g a a c a u uGUUGUUUACu 3’ NOV
| | | | | || |

mirSVR Score: -0.9779

3’

1248: 5’

g a a g gUCAGCU - - - - CCUACAAAU

a au a a AGUUGAACAUUGUUGUUUA
| | | : | |

5’ hsa-mir-30a

3’ NOV

mirSVR Score: -0.9748

| ||| | | | |

3’ g a a g g u c a g c c c CUACAAAUGu 5’ hsa-mir-30d

1252: 5’ a ua g u g a a c a u uGUUGUUUACa 3’ NOV
| | | | | | ||

mirSVR Score: -0.9748

3’ g a a g g u c aGUUCCUACAAAUGu 5’ hsa-mir-30e

1252: 5’ 3’ NOV
|| | | | | | | | ||

mirSVR Score: -0.9748

a ua g u g a aCAUUGUUGUUUACu
|

Gu

Cu

3’ c g a c u c u c a c a u c CUACAAAUGu 5’ hsa-mir-30c

1251: 5’ a ga a u u g a a c a u uGUUGUUUACu 3’ NOV
| | | | | | | |

mirSVR Score: -0.9779


