
 
 
 
 
                     10        20        30        40        50        60   
            MWIVKFLIVVHFFIICTINFDKLYISYSYNIVPENGRMLNMRILGEEKPNVDGVSTSNTP 
    MSP4A                       DKLYISYSYNIVPENGRMLNMRILGEEKPNVDGVSTSNTP 
    MSP4.1                      DKLYISYSYNIVPENGRMLN 
    MSP4.2                                IVPENGRMLNMRILGEEKPN (Mab H12) 
    MSP4.3                                          MRILGEEKPNVDGVSTSNTP 
    MSP4.4                                                    VDGVSTSNTP 
 
                     70        80        90        100       110       120  
            GGNESSSASPNLSDAAEKKDEKEASEQGEESHKKENSQESANGKDDVKEEKKTNEKKDDG 
    MSP4A   GGNESSSASPNLSDAAEKKDEKE 
    MSP4B                          ASEQGEESHKKENSQESANGKDDVKEEKKTNEKKDDG 
    MSP4.4  GGNESSSASP 
    MSP4.5  GGNESSSASPNLSDAAEKKD 
    MSP4.6            NLSDAAEKKDEKEASEQGEE 
    MSP4.7                      EKEASEQGEESHKKENSQES 
    MSP4.8                                SHKKENSQESANGKDDVKEE 
    MSP4.9                                          ANGKDDVKEEKKTNEKKDDG 
    MSP4.10                                                   KKTNEKKDDG 
 
                     130       140       150       160       170       180  
            KTDKVQEKVLEKSPKESQMVDDKKKTEAIPKKVVQPSSSNSGGHVGEEEDHNEGEGEHEE 
    MSP4B   KTDKVQEKVLEKSPKESQMVDDKKKTE 
    MSP4C                              AIPKKVVQPSSSNSGGHVGEEEDHNEGEGEHEE 
    MSP4.10 KTDKVQEKVL 
    MSP4.11 KTDKVQEKVLEKSPKESQMV 
    MSP4.12           EKSPKESQMVDDKKKTEAIP 
    MSP4.13                     DDKKKTEAIPKKVVQPSSSN (Mab 6G10) 
    MSP4.14                               KKVVQPSSSNSGGHVGEEED 
    MSP4.15                                         SGGHVGEEEDHNEGEGEHEE 
    MSP4.16                                                   HNEGEGEHEE 
 
                     190       200       210       220       230       240  
            EEEHEEDDDDEDDDTYNKDDLEDEDLCKHNNGGCGDDKLCEYVGNRRVKCKCKEGYKLEG 
    MSP4C   EEEHEEDDDDEDDDTYNKDDLEDED 
    MSP4D                            LCKHNNGGCGDDKLCEYVGNRRVKCKCKEGYKLEG 
    MSP4.16 EEEHEEDDDD 
    MSP4.17 EEEHEEDDDDEDDDTYNKDD 
    MSP4.18           EDDDTYNKDDLEDEDLCKHN 
    MSP4.19                     LEDEDLCKHNNGGCGDDKLC 
    MSP4.20                               NGGCGDDKLCEYVGNRRVKC  
    MSP4.21               (Mabs 4C10,1G10,1H2,6G11) EYVGNRRVKCKCKEGYKLEG 
    MSP4.22                  KCKEGYKLEG 
 
                     250       260       270 
            IECVELLSLASSSLNLIFNSFITIFVVILLIN 
    MSP4.22 IECVELLSLASSS 
    MSP4.23 IECVELLSLASSS 
 
 
 
 
 


