Additional file 3 - Precursor and fragment ions found through trypsin digestion and
Synapt QToF mass spectrometry of heterologously expressed **C-labelled
PfQconCATL.

The fragment ions predicted by Pinpoint software (Thermo Finnigan) are highlighted in
grey. Peptide numbering is as shown in Additional file 2. All detected fragment ions had

a charge of +1.

Precursor
Mass to

Fragment

Precursor
Mass to

Charge

Fragment lon

Peptide Type

Charge

AGQIILLDDGNLK["C]
(Pyruvate Kinase-2)

AILLTDELQQK["C]
(SHMT-1)

Charge

63937299 | 1095619

DTEGNLDEVAK["C]
(elF5a-3)

598.78998 980.4984 2 ¥9
DVNAHIVGAHGNK["C] 446.57199 589.3141 3 y6
(LDH-4) 446.57199 688.3826 3 y7
446.57199 801.4666 3 y8

EDLVVIDEK["C]
(GTPCH-1)

53329199 | 821.5068

EGVVLMEFR["C]
(Adenosine Deam.-1)

EGVVLMIOxid]EFR["C]
(Adenosine Deam.-1)

ELFDLLEK["C]

506.75601 | 395.25%9

(SHMT-3)
506.78601 770.4384 2 y6
ETLHGHNYNVSLK["C] 506.59799 843.4659 3 y7
(PTPS-2) 506.59799 980.5248 3 y8
506.59799 1037.546 3 ¥9

ETVDNVNDMPNSK["”C]
(DHFR-TS-4)

ETVDNVNDM][Oxid]PNSK

['*C] (DHFR-TS-4)




EYFNETK["C]
(GTPCH-4)

468.72299 644.3339
468.72299 807.3972

GGVNDNEEGFFSAR["C]
(QCal-1)

GVNDNEEGFFSAR["C]
(QCal-2)

IIGLGGVLDTSR["C]
(LDH-3)

00355999 | 980,546

IPLPYEGER["C]
(Disulph. Isom.-1)

S40.0001 | 569.4452

LQNVVVMGR["(C]
(DHFR-TS-3)

$1129901 | 7804485

LQNVVVM][Oxid]GR["*C]
(DHFR-TS-3)

51929600 | 796.4434

M[Oxid]NLWAVQK]["C]

(Adenosine Deam.-3) 506.27200 750.4597 2 y6
506.27200 864.5027 2 y7

NIINLIK["C]

(DHFR-TS-2) 417.28101 606.4274 2 y5
417.28101 719.5114 2 y6

NIVTNIGDDK]["C]
(Pyruvate Kinase.-3)

S47.19199 | 8674507

NLALSFQPK["C]
(SHMT-4)
512.29999 796.4652 2 y7
TIHIAGTNGK["”(C] 339.86401 553.3029 3 y6
(DHFS-FPGS-2) 339.86401 666.387 3 y7
339.86401 803.4459 3 y8

509.29199

803.4459

y8

TITYASYK["C]
(GTPCH-3)

476.75699

403.2276

y3

47615699 | 7383757

TNIAVLNLGTNDR["C]

(HPPK-DHPS-2)




