
A 
 
 
PoLDH_AY486058  GTTCTCGTTGGTCAGGAATGATAGGAGGTGTTATGGCCACCTTAATTGTTCAGAAAAATT 
Poc_LDH         GTTCTCGTTGGTCAGGAATGATAGGAGGTGTTATGGCCACCTTAATTGTTCAGAAAAATT 
Pow_LDH         GTTCTCGTTGGTCAGGAATGATAGGAGGTGTTATGGCCACCTTAATTGTTCAGAAAAATT 
                ************************************************************ 
 
PoLDH_AY486058  TAGGCGATGTTGTTATGTTCGATATTGTGAAGAACATGCCTCTCGGAAAAGCACTCGACA 
Poc_LDH         TAGGCGATGTTGTTATGTTCGATATTGTGAAGAACATGCCTCTCGGAAAAGCACTCGACA 
Pow_LDH         TAGGCGATGTTGTTATGTTCGATATTGTGAAGAACATGCCTCTTGGAAAAGCACTTGACA 
                ******************************************* *********** **** 
 
PoLDH_AY486058  CATCACATACAAATGTAATGGCATACTCGAATTGTCAAGTTACGGGATCGAACACATATG 
Poc_LDH         CATCACATACAAATGTAATGGCATACTCGAATTGTCAAGTTACGGGATCGAACACATATG 
Pow_LDH         CATCACATACGAATGTAATGGCATACTCGAATTGTCAAGTTACGGGATCGAATACATATG 
                ********** ***************************************** ******* 
 
PoLDH_AY486058  AGGACTTGAAAGGTGCTGATGTAGTGATAGTAACTGCAGGCTTTACGAAAGCTCCTGGAA 
Poc_LDH         AGGACTTGAAAGGTGCTGATGTAGTGATAGTAACTGCAGGCTTTACGAAAGCTCCTGGAA 
Pow_LDH         AGGACTTGAAAGGTGCTGATGTAGTGATAGTAACAGCAGGTTTTACGAAAGCTCCAGGAA 
                ********************************** ***** ************** **** 
 
PoLDH_AY486058  AAAGTGACAAAGAATGGAACAGGGATGACTTATTACCATTGAATAACAAAATTATGATTG 
Poc_LDH         AAAGTGACAAAGAATGGAACAGGGATGACTTATTACCATTGAATAACAAAATTATGATTG 
Pow_LDH         AAAGTGACAAAGAATGGAACAGGGATGACTTATTACCACTGAATAACAAAATTATGATCG 
                ************************************** ******************* * 
 

PoLDH_AY486058  AAATAGGTGGACATATAAAGAATTATTGCCCAAACGCATTTATTATTGTTGTAACTAACC 
Poc_LDH         AAATAGGTGGACATATAAAGAATTATTGCCCAAACGCATTTATTATTGTTGTAACTAACC 
Pow_LDH         AAATAGGTGGACATATTAAGAATTATTGCCCAAACGCATTTATTATTGTTGTAACTAACC 
                **************** ******************************************* 
 
PoLDH_AY486058  CAGCGGATGTTATGGTTCAATTATTACATCAACATTCAGGTGTCTCAAAAAATAAAATTG 
Poc_LDH         CAGTGGATGTTATGGTTCAATTATTACATCAACATTCAGGTGTCTCAAAAAATAAAATTG 
Pow_LDH         CAGTGGATGTTATGGTTCAATTACTACATCAACATTCAGGTGTCCCAAAAAATAAAATTG 
                *** ******************* ******************** *************** 
 
PoLDH_AY486058  TTGGTTTAGGAGGTGTTCTTGATACATCTAGACTGAAATATTACATTTCTCAAAAATTAA 
Poc_LDH         TTGGTTTAGGAGGTGTTCTTGATACATCTAGACTGAAATATTACATTTCTCAAAAATTAA 
Pow_LDH         TTGGTTTAGGAGGTGTTCTTGATACATCTAGATTGAAATATTACATTTCTCAAAAATTAA 
                ******************************** *************************** 
 
PoLDH_AY486058  ATGTTTGTCCAAGGGATGTAAATGCACATATTGTTGGAGCACATGGCAATAAAATGGTTG 
Poc_LDH         ATGTTTGTCCAAGGGATGTAAATGCACATATTGTTGGAGCACATGGCAATAAAATGGTTG 
Pow_LDH         AGGTATGCCCAAGGGATGTAAATGCACATATTGTTGGAGCACATGGCAATAAAATGGTTG 
                * ** ** **************************************************** 
 
PoLDH_AY486058  TGTTGAAGAGGTACATAACTGTAGGTGGTATTCCCTTACAAGAATTTATTAACAATAAAA 
Poc_LDH         TGTTGAAGAGGTACATAACTGTAGGTGGTATTCCCTTACAAGAATTTATTAACAATAAAA 
Pow_LDH         TGTTGAAGAGGTACATAACTGTAGGTGGTATTCCCTTACAAGAATTTGTTAACAATAAAA 
                *********************************************** ************ 
 
PoLDH_AY486058  AAATTACAGATGCAGAACTAGATGCCATTTTTGACAGAACTGTTAACACTGCTTTGGAGA 
Poc_LDH         AAATTACAGATGCAGAACTAGATGCCATTTTTGACAGAACTGTTAACACTGCTTTGGAGA 
Pow_LDH         AAATTACAGATGCAGAACTAGATGCTATTTTTGACAGAACTGTTAACACTGCTTTGGAAA 
                ************************* ******************************** * 
 

PoLDH_AY486058  TCGTTAATTACCATGCCTCTCCATATGTAGCCCCTGCTGCTGCTATTATCGAAATGGCCG 
Poc_LDH         TTGTTAATTACCATGCCTCTCCATATGTAGCCCCTGCTGCTGCTATTATCGAAATGGCCG 



Pow_LDH         TTGTTAATTACCATGCCTCTCCATATGTAGCCCCTGCTGCTGCTATTATCGAAATGGCCG 
                * ********************************************************** 
 
 
PoLDH_AY486058  AATCATATCTCAAAGATTTGAAAAAGGTTTTGATATGCTCCACCTTGTTGGAAGGACAAT 
Poc_LDH         AATCATATCTCAAAGATTTGAAAAAGGTTTTGATATGCTCCACCTTGTTGGAAGGACAAT 
Pow_LDH         AATCATATCTTAAAGATTTGAAAAAGGTTTTGATATGCTCCACCTTGTTGGAAGGACAAT 
                ********** ************************************************* 
 
PoLDH_AY486058  ACGGACACACAGGCGTCTTCGGAGGAACGCCTCTCGTCTTGGGATGCAATGGTGTTGAGC 
Poc_LDH         ACGGACACACAGGCGTCTTCGGAGGAACGCCTCTCGTCTTGGGATGCAATGGTGTTGAGC 
Pow_LDH         ACGGACACACTGGCGTATTCGGAGGAACTCCTCTCGTCTTGGGATGCAATGGTGTTGAGC 
                ********** ***** *********** ******************************* 
 
PoLDH_AY486058  AAGTCTTCGAATTGCAGCTAAACGCAGAAGAAAAGAAGATGTTTGATGATGCCATT 
Pow_LDH         AAGTCTTCGAATTGCAGCTAAACGCAGAAGAAAAGAAGATGTTTGATGATGCCA-- 
Pow_LDH         AGGTCTTCGAATTGCAGCTAAACGCAGAAGAAAAGAAGATGTTTGATGATGCCA-- 
                * ****************************************************   
 
 

B 
 

PoLDH_AY486058   1 --------SRWSGMIGGVMATLIVQKNLGDVVMFDIVKNMPLGKALDTSHTNVMAYSNCQ 
Poc_LDH          1 -------RSRWSGMIGGVMATLIVQKNLGDVVMFDIVKNMPLGKALDTSHTNVMAYSNCQ 
Pow_LDH          1 --------SRWSGMIGGVMATLIVQKNLGDVVMFDIVKNMPLGKALDTSHTNVMAYSNCQ 
PfLDH            1 MAPKAKIVLVGSGMIGGVMATLIVQKNLGDVVLFDIVKNMPHGKALDTSHTNVMAYSNCK 
consensus        1         ...*********************.********.*****************. 
 
 
PoLDH_AY486058  53 VTGSNTYEDLKGADVVIVTAGFTKAPGKSDKEWNRDDLLPLNNKIMIEIGGHIKNYCPNA 
Poc_LDH         54 VTGSNTYEDLKGADVVIVTAGFTKAPGKSDKEWNRDDLLPLNNKIMIEIGGHIKNYCPNA 
Pow_LDH         53 VTGSNTYEDLKGADVVIVTAGFTKAPGKSDKEWNRDDLLPLNNKIMIEIGGHIKNYCPNA 
PfLDH           61 VSGSNTYDDLAGADVVIVTAGFTKAPGKSDKEWNRDDLLPLNNKIMIEIGGHIKKNCPNA 
consensus       61 *.*****.**.*******************************************..**** 
 
 
PoLDH_AY486058 113 FIIVVTNPADVMVQLLHQHSGVSKNKIVGLGGVLDTSRLKYYISQKLNVCPRDVNAHIVG 
Poc_LDH        114 FIIVVTNPVDVMVQLLHQHSGVSKNKIVGLGGVLDTSRLKYYISQKLNVCPRDVNAHIVG 
Pow_LDH        113 FIIVVTNPVDVMVQLLHQHSGVPKNKIVGLGGVLDTSRLKYYISQKLKVCPRDVNAHIVG 
PfLDH          121 FIIVVTNPVDVMVQLLHQHSGVPKNKIIGLGGVLDTSRLKYYISQKLNVCPRDVNAHIVG 
consensus      121 ********.************* ****.*******************.************ 
                                       S143P                     N168K 
 
PoLDH_AY486058 173 AHGNKMVVLKRYITVGGIPLQEFINNKKITDAELDAIFDRTVNTALEIVNYHASPYVAPA 
Poc_LDH        174 AHGNKMVVLKRYITVGGIPLQEFINNKKITDAELDAIFDRTVNTALEIVNYHASPYVAPA 
Pow_LDH        173 AHGNKMVVLKRYITVGGIPLQEFVNNKKITDAELDAIFDRTVNTALEIVNYHASPYVAPA 
PfLDH          181 AHGNKMVLLKRYITVGGIPLQEFINNKLISDAELEAIFDRTVNTALEIVNLHASPYVAPA 
consensus      181 *******.***************.***.*.****.***************.********* 
                                        I204V 
 
PoLDH_AY486058 233 AAIIEMAESYLKDLKKVLICSTLLEGQYGHTGVFGGTPLVLGCNGVEQVFELQLNAEEKK 
Poc_LDH        234 AAIIEMAESYLKDLKKVLICSTLLEGQYGHTGVFGGTPLVLGCNGVEQVFELQLNAEEKK 
Pow_LDH        233 AAIIEMAESYLKDLKKVLICSTLLEGQYGHTGVFGGTPLVLGCNGVEQVFELQLNAEEKK 
PfLDH          241 AAIIEMAESYLKDLKKVLICSTLLEGQYGHSDIFGGTPVVLGANGVEQVIELQLNSEEKA 
consensus      241 ******************************...*****.***.******.*****.***. 
 
 
PoLDH_AY486058 293 MFDDAI---------- 
Poc_LDH        294 MFDDA----------- 
Pow_LDH        293 MFDDA----------- 



PfLDH          301 KFDEAIAETKRMKALA 
consensus      301 .**.*.           
 

 
 
 


