Additional Table 1. List of SNPs investigated in the present study

Gene Location SNP dbSNP ID  Assay ID Allele Frequency
Control Malaria
IL1B intron -5839C>T rs1143629 C_ 1839945 1 T 0.538  0.456
C 0456  0.544
5'upstream  -31C>T rs1143627 C__ 1839944 10 C 0.504  0.496
T 0556  0.444
5upstream -511A>G  rs16944 C__ 1839943 10 G 0521 0451
A 0.479  0.549
IL2 5upstream -330G>T  rs2069762 C_ 15859930 10 T 0.712  0.641
G 0.288  0.359
IL4 5'upstream  -590C>T  rs2243250 C_ 16176216 10 C 0.587  0.530
T 0.413 0.470
IL4AR missense 1902A>G rs1801275 C__ 2351160 20 G 0.675 0.613
A 0.325  0.387
IL6 5'upstream -174C>G  rs1800795* G 0.791  0.822
C 0.209 0.178
IL8 5 upstream  -251A>T  rs4073 C_ 11748116 10 A 0.456  0.458
T 0.544  0.542
IL10 5 upstream -592A>C  rs1800872 C__ 1747363 10 A 0.342  0.377
C 0.658  0.623
5'upstream -1082T>C rs1800896 C__ 1747360 10 G 0.707  0.771
A 0.293  0.229
5upstream -819C>T  rs1800871 C__ 1747362 10 T 0.345 0.379
C 0.655 0.621
IL12A 3'UTR 121G>A  rs568408 C_ 2423981 10 A 0.108  0.089
G 0.892 0.911
IL12B 5 upstream  735T>C rs7709212 C_ 31985592 10 T 0.440  0.469
C 0.560 0.531
intron 458A>G 152546890 C_ 15894458 10 A 0401 0.336
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