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This file contains Additional figure SF4: Scatter plot of the correlations between residuals from the antibody linear regression models with 
non-genetic factors at each site and age-group.  Pairwise correlations between residuals are transformed to R-squared and are shown for 
malaria-malaria antibody pairs only. The malaria prevalence at each site (as percent microscopy positive blood smears) recorded at the time of 
the study are shown in square brackets after each site name.  Sites are ordered according to malaria prevalence (low to high).  Each panel 
show the data from each age-group. Both Kenya and Mali(Pongonon) are shown here but were omitted from the regression analysis 
(Additional File 11; Kenya has only 1 age-group and Mali[Pononon] individuals were all selected for being malaria positive). 

 
 



 

 
 
Additional figure SF4: Scatter plot of the correlations between residuals from the antibody linear regression models with non-
genetic factors at each site and age-group.  Pairwise correlations between residuals are transformed to R-squared and are shown 
for malaria-malaria antibody pairs only. The malaria prevalence at each site (as percent microscopy positive blood smears) recorded 
at the time of the study are shown in square brackets after each site name.  Sites are ordered according to malaria prevalence (low 
to high).  Each panel show the data from each age-group. Both Kenya and Mali(Pongonon) are shown here but were omitted from 
the regression analysis (Additional File 11; Kenya has only 1 age-group and Mali[Pononon] individuals were all selected for being 
malaria positive). 
 
 

 
 


