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This file contains Additional Figure SF6: Forest plot of the association of A: CD36 (rs3211938), B: LOC441108 (rs2522051), C: RTN3 (rs542998) 
and D: P4HA2 (rs156029) with antibody levels to AMA1, MSP1, MSP2 and NANP. Points correspond to betas obtained from meta-analysis of 
results obtained from linear regression models of SNP with logged antibody levels, adjusted for relevant clinical covariates. Lines represent 
95% confidence intervals. Each colour represents a different antibody whilst shape of point represents the antibody type: (circles) for anti-
merozoite and (triangles) for anti-sporozoite. Summary meta-analysis p-values obtained from combined data are represented as (squares). 
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A: CD36 (rs3211938) B: LOC441108 (rs2522051) 

  
 
Summary P-values:   
ama1 = 0.17 ;  msp1 = 0.08 ;  msp2 = 7.7 x 10-05 ;  nanp; = 0.41 

Summary P-values:  
ama1 = 0.77 ;  msp1 = 6 x 10-04 ;  msp2 = 0.16 ;  nanp; = 0.42 

C: RTN3 (rs542998) D: P4HA2 (rs156029) 

  
 
Summary P-values:   
ama1 = 0.05 ;  msp1 = 8.8x 10-04 ;  msp2 = 0.03 ;  nanp; = 0.06 
 

 
Summary P-values:   
ama1 = 9.7 x 10-04 ;  msp1 = 0.06 ;  msp2 = 0.16 ;  nanp; = 0.42 
 

 


