
Additional File 2: Bayesian survival model priors and likelihoods 

 

Priors 

𝜷𝒊 ∼ 𝑵(𝟎, 𝝈𝜷)  for 𝒊 = 𝟏, 𝟐, … , 𝟏𝟐 

𝒁𝒋 ∼ 𝑵(𝟎, 𝝈𝒁)  for 𝒋 = 𝟏, 𝟐, … , 𝟔𝟐  

𝝈𝜷 ∼ 𝑬𝒙𝒑(𝟏) 

𝝈𝒁 ∼ 𝑬𝒙𝒑(𝟏)  

𝒍𝒐𝒈 𝒄𝒌 ∼ 𝑵(𝒍𝒐𝒈 𝒄𝒌−𝟏,
𝟏

𝟏𝟎
(𝒕𝒌 − 𝒕𝒌−𝟏)) 

Likelihoods 

Given a survival curve 𝑆(𝑡), the likelihood of an individual being RDT positive at time 𝑡𝑙𝑜𝑤𝑒𝑟 and RDT 

negative at 𝑡𝑢𝑝𝑝𝑒𝑟 is 

P(𝑡𝑙𝑜𝑤𝑒𝑟 < 𝑡 < 𝑡𝑢𝑝𝑝𝑒𝑟) = 𝑆(𝑡𝑙𝑜𝑤𝑒𝑟) − 𝑆(𝑡𝑢𝑝𝑝𝑒𝑟) 

For individuals who are still RDT positive at time of the end of study, 𝑡𝑚𝑎𝑥 , is  

𝑃(𝑡 > 𝑡𝑚𝑎𝑥) = 𝑆(𝑡𝑚𝑎𝑥 ) 

 


