
>XM_001350122.1 Plasmodium falciparum 3D7 kelch protein K13 (PF3D7_1343700), partial mRNA

ATGGAAGGAGAAAAAGTAAAAACAAAAGCAAATAGTATCTCGAATTTTTCTATGACGTATGATAGGGAAT
CTGGTGGTAACAGCAATAGTGATGATAAAAGCGGAAGTAGTAGCGAGAATGATTCTAATTCATTTATGAA
TCTAACTAGTGATAAAAATGAGAAAACGGAAAATAATAGTTTCCTTTTAAATAATAGTAGTTATGGAAAT
GTTAAAGATAGCCTATTAGAATCCATTGATATGAGTGTATTAGATTCGAACTTTGATAGTAAAAAAGATT
TTTTACCAAGTAATTTATCAAGAACATTTAATAATATGTCTAAAGATAATATAGGAAATAAATATTTAAA
TAAATTGTTAAATAAAAAAAAAGATACTATTACAAATGAAAATAATAATATTAATCATAATAATAATAAT
AATAATCTGACAGCAAATAATATAACTAATAATCTTATTAATAATAATATGAATTCTCCATCAATTATGA
ATACCAACAAAAAAGAGAATTTTTTAGATGCAGCAAATCTTATAAATGATGATTCTGGATTAAACAATTT
AAAAAAATTTTCAACTGTAAATAATGTAAATGATACTTATGAAAAGAAAATTATTGAAACGGAATTAAGT
GATGCTAGTGATTTTGAAAATATGGTAGGTGATTTAAGAATTACATTTATTAATTGGTTAAAAAAGACAC
AAATGAATTTTATTCGAGAAAAAGATAAATTATTTAAAGATAAGAAAGAACTAGAAATGGAAAGAGTACG
ATTGTACAAAGAATTAGAAAACCGTAAAAATATTGAAGAACAGAAATTACATGATGAAAGAAAGAAATTA
GATATTGATATATCTAATGGTTATAAACAAATAAAAAAAGAAAAAGAAGAACATAGGAAACGATTTGATG
AAGAAAGATTAAGATTTTTACAAGAAATCGATAAAATTAAATTAGTATTATATTTAGAAAAAGAAAAATA
TTATCAAGAATATAAAAATTTTGAGAATGATAAAAAAAAAATTGTTGATGCAAATATTGCTACTGAAACT
ATGATTGATATTAATGTTGGTGGAGCTATTTTTGAAACATCTAGACATACCTTAACACAACAAAAAGATT
CATTTATAGAGAAATTATTAAGTGGAAGACATCATGTAACCAGAGATAAACAAGGAAGAATATTCTTAGA
TAGGGATAGTGAGTTATTTAGAATTATACTTAACTTCTTAAGAAATCCGTTAACTATACCCATACCAAAA
GATTTAAGTGAAAGTGAAGCCTTGTTGAAAGAAGCAGAATTTTATGGTATTAAATTTTTACCATTCCCAT
TAGTATTTTGTATAGGTGGATTTGATGGTGTAGAATATTTAAATTCGATGGAATTATTAGATATTAGTCA
ACAATGCTGGCGTATGTGTACACCTATGTCTACCAAAAAAGCTTATTTTGGAAGTGCTGTATTGAATAAT
TTCTTATACGTTTTTGGTGGTAATAACTATGATTATAAGGCTTTATTTGAAACTGAGGTGTATGATCGTT
TAAGAGATGTATGGTATGTTTCAAGTAATTTAAATATACCTAGAAGAAATAATTGTGGTGTTACGTCAAA
TGGTAGAATTTATTGTATTGGGGGATATGATGGCTCTTCTATTATACCGAATGTAGAAGCATATGATCAT
CGTATGAAAGCATGGGTAGAGGTGGCACCTTTGAATACCCCTAGATCATCAGCTATGTGTGTTGCTTTTG
ATAATAAAATTTATGTCATTGGTGGAACTAATGGTGAGAGATTAAATTCTATTGAAGTATATGAAGAAAA
AATGAATAAATGGGAACAATTTCCATATGCCTTATTAGAAGCTAGAAGTTCAGGAGCAGCTTTTAATTAC
CTTAATCAAATATATGTTGTTGGAGGTATTGATAATGAACATAACATATTAGATTCCGTTGAACAATATC
AACCATTTAATAAAAGATGGCAATTTCTAAATGGTGTACCAGAGAAAAAAATGAATTTTGGAGCTGCCAC
ATTGTCAGATTCTTATATAATTACAGGAGGAGAAAATGGCGAAGTTCTAAATTCATGTCATTTCTTTTCA
CCAGATACAAATGAATGGCAGCTTGGCCCATCTTTATTAGTTCCCAGATTTGGTCACTCCGTTTTAATAG
CAAATATATAA









PCR PRIMERS:
For Diagnostic PCR
	Common Reverse
	(5'-GTATCTGATCGTCTTCACTCCC)

	 
	 

	P.falciparum 
	(5'-AACAGACGGGTAGTCATGATTGAG)

	 
	 

	P. vivax 
	(5'-CGG CTTGGAAGTCCTTGT)



FOR KP13:
	K13_PCR_F
	CGGAGTGACCAAATCTGGGA

	K13_PCR_R
	GGGAATCTGGTGGTAACAGC

	K13_N1_F
	GCCAAGCTGCCATTCATTTG

	K13_N1_R
	GCCTTGTTGAAAGAAGCAGA

	K13_N2_F
	CGCCAGCATTGTTGACTAAT

	K13_N2_R
	GCGGAAGTAGTAGCGAGAAT
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	P.falciparum 
	(5'-AACAGACGGGTAGTCATGATTGAG)


Blast Report:
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	P. vivax 
	(5'-CGG CTTGGAAGTCCTTGT)
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	Common Reverse
	(5'-GTATCTGATCGTCTTCACTCCC)
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Detailed primer reports
Primer p
Sequence (5'>3') Template strand Length  Start Stop Tm GC%  Self complementarity Self 3’ complementarity
Forwardprimer  GGGAATCTGGTGGTAACAGE Plus 2 6 8 525 5500 400 100
Reverseprimer  COGAGTGACCARATCTGGGA Minus 2 261 212 593 500 600 200
Product ength 2087
Products on intended targets

=XM_001350122.1 Plasmodium faiciparum 3D7 kelch protein K13 (PF3D7_1343700), partial mRNA.

product Length = 2057
Foruard priner 1 GGGAATCTGSTGGTAMCAGC 28
Template E P

Reverse priner 1 CGRASTGACCAATCTGSSA 20
Template 251 282
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Plasmodium falciparum isolate 503 small subunit ibosomal RNA gene. partial sequence  Plasmodium falciparum 484 481 100% 0005 100.00% 909  MNB52862.1
Plasmodium falciparum isolate 502 small subunit ibosomal RNA gene. partial sequence  Plasmodium falciparum 484 481 100% 0005 100.00% 909  MNB52861.1
Plasmodium falciparum isolate Fal10 small subunit ribosomal RNA gene, partial sequence  Plasmodium falciparum 484 481 100% 0005 100.00% 199  MN1752951
Plasmodium falciparum isolate Fal9 small subunit ribosomal RNA gene. partial sequence  Plasmodium falciparum 484 481 100% 0005 100.00% 199  MN1752941
Plasmodium falciparum isolate Falg small subunit ribosomal RNA gene. partial sequence  Plasmodium falciparum 484 481 100% 0005 100.00% 199  MN1752931
Plasmodium falciparum isolate Fal7 small subunit ribosomal RNA gene. partial sequence  Plasmodium falciparum 484 481 100% 0005 100.00% 199  MN1752921
Plasmodium falciparum isolate Fal small subunit ribosomal RNA gene. partial sequence  Plasmodium falciparum 484 481 100% 0005 100.00% 199  MN1752911
Plasmodium falciparum isolate Fal5 small subunit ribosomal RNA gene. partial sequence  Plasmodium falciparum 484 481 100% 0005 100.00% 199  MN175290.1
Plasmodium falciparum isolate Fald small subunit ribosomal RNA gene. partial sequence  Plasmodium falciparum 484 481 100% 0005 100.00% 199  MN175289.1
Plasmodium falciparum isolate Fal3 small subunit ribosomal RNA gene. partial sequence  Plasmodium falciparum 484 481 100% 0005 100.00% 199  MN175288.1
Plasmodium falciparum isolate Fal2 small subunit ribosomal RNA gene. partial sequence  Plasmodium falciparum 484 481 100% 0.005 100.00% 199  MN1752871
Plasmodium falciparum isolate Fal1 small subunit ribosomal RNA gene. partial sequence  Plasmodium falciparum 484 481 100% 0005 100.00% 199  MN175286.1
Plasmodium falciparum isolate 10SRA 185 Plasmodium falciparum 484 481 100% 0.005 10000% 205  MH9377111
Plasmodium falciparum isolate 5SHG 18S ribosomal RNA gene.partial sequence Plasmodium falciparum 484 481 100% 0005 100.00% 200  MH937710.1
Plasmodium falciparum genome assembly, chromosome: 13 Plasmodium falciparum 484 484 100% 0.005 100.00% 2832872 LR1314931
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PREDICTED: Chelonoidis abingdoni M-phase inducer phosphatase 3like (LOC116825480). mRNA  Chelonoidisabi. 362 362 100% 91 100.00% 1319  XM_0327815361
Plasmodium vivax genome assembly. chromosome: 2 Plasmodium vivax 362 362 100% 91 100.00% 956327 LT6356132
Myxococcus xanthus strain GHS.1.9c20,_complete genome Myxococcusxa.. 362 362 100% 91 100.00% 9262965 CPO17170.1
PREDICTED: Cynoglossus semilaevis uncharacterized LOC103394550 (LOC103394550), transcript va...Cynoglossus se . 362 362 100% 91 100.00% 1164 XM 0083319163
PREDICTED: Cynoglossus semilaevis uncharacterized LOC103394550 (LOC103394550), ranscriptva... Cynoglossus se... 362 362 100% 91 100.00% 1112 XM_0083319153
Plasmodium vivax small subunit 188 ribosomal RNA (PVX_079693), rRNA Plasmodium vivax 362 362 100% 91 100.00% 2064  XR_003001206.1
Plasmodium vivax small subunit 18 ribosomal RNA (PVX_097020), rRNA Plasmodium vivax 362 362 100% 91 100.00% 2064  XR 0030012251
Plasmodium vivax isolate Pv6 18 ribosomal RNA gene, partial sequence Plasmodium vivax 362 362 100% 91 100.00% 113 MF540774.1
Plasmodium vivax isolate Pv5 18 ribosomal RNA gene, partial sequence Plasmodium vivax 362 362 100% 91 100.00% 112 MF5407731
Plasmodium vivax isolate Pv4 188 ribosomal RNA gene, partial sequence Plasmodium vivax 362 362 100% 91 100.00% 112 MF540772.1
Plasmodium vivax isolate Pv2 188 ribosomal RNA gene, partial sequence Plasmodium vivax 362 362 100% 91 100.00% 112 MF540770.1
Plasmodium vivax genome assembly, chromosome: 10 Plasmodium vivax 362 724 100% 91 100.00% 1754192 LT615265.1
Plasmodium vivax genome assembly. chromosome: 2 Plasmodium vivax 362 362 100% 91 100.00% 860454 LT615257.1
Plasmodium vivax genome assembly. chromosome: 3 Plasmodium vivax 362 362 100% 91 100.00% 1351876 LT615241.1
362 362 100% 91 10000% 1293  KJT273511
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Plasmodium knowlesi sirain H genome assembly, chromosome: 10 Plasmodum knowlesist . 441 441 100% 0037 100.00% 1481301 LRTOM70.1

Plasmodium yoeli 185 ribosomal RNA (PY17X_1249340), rRNA Plasmodium yot
Plasmodium yoelii 185 ribosomal RNA (PY17X_0701110), partial (RNA Plasmodium yot
Plasmodium yoelii 185 ribosomal RNA (PY17X_0625700), rRNA Plasmodium yot

441 441 100% 0037 100.00% 2057 XR_004618869.1
441 441 100% 0037 100.00% 2057 XR_004618857.1
441 441 100% 0037 100.00% 2066 XR_002696559.2

Plasmodium yoelii 18S ribosomal RNA (PY17X_0522400), rRNA Plasmodium yoe 441 441 100% 0037 10000% 2048 XR_0026965552
Plasmodium berghei ANKA 18S ribosomal RNA (PBANKA_0700721), rRNA Plasmodium berghei AN, 441 441 100% 0037 10000% 2042 XR 0046118961
Plasmodium berghei ANKA 18S ribosomal RNA (PBANKA_0622921), rRNA Plasmodium berghei AN, 441 441 100% 0037 10000% 2067 XR_0026881992
Plasmodium berghei ANKA 18S ribosomal RNA (PBANKA_0521221), rRNA Plasmodium berghei AN, 441 441 100% 0037 10000% 2048 XR 0046118941
Plasmodium falciparum isolate 503a small subunit ribosomal RNA gene, partial sequence 441 441 100% 0037 100.00% 940 MN852864.1
Plasmodium falciparum isolate 502a small subunit ribosomal RNA gene, partial sequence Plasmodium falciparum 441 441 100% 0037 100.00% 940 MN852863.1
Plasmodium ovale clone 15Po- small subunit somal RNA gene, _partial sequence Plasmodium ovale 441 441 100% 0037 10000% 1090 MN518342.1
Plasmodium ovale clone 16Po-2 small subunit ribosomal RNA gene, partial sequence Plasmodium ovale 441 441 100% 0037 10000% 1087 MN515142.1
Plasmodium ovale clone 15P0-3 small subunit ribosomal RNA gene, partial sequence Plasmodium ovale 441 441 100% 0037 10000% 1064 MN515141.1
Plasmodium ovale clone 15P0-2-2 small subunit ibosomal RNA gene, partial sequence Plasmodium ovale 441 441 100% 0037 10000% 1062 MN515138.1
(3 Plasmodium ovele clone 15Po-1 smal subunt bosomal RNA gene. partal sequence jasmodium ovale

Pl: di le clone 15Po-1 ll subt ribc | RNA il Pl: di l 441 441 100% 0037 10000% 1069 MN515109.1

Plasmodium ovale clone 14Po-1 small subunit ribosomal RNA gene._partial sequence Plasmodium ovale 441 441 100% 0037 100.00% 1062 MN515108.1




