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Figure	S1.	mTORC1	pathway	prevented	by	rapamycin	(A)	
and	siRNA(B)	in	MKN45	cells	downregulated	the	expression	of	Skp2.		
mTOR	(Endogenous	)	interacts	with	Skp2	(Endogenous	)	in	BCG823	cell	
line	(C).	
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Figure	S2.	Mass	Spectrometry	idenQfied	Ser64	
phosphorylaQon	of	Skp2	by	mTORC1	
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Figure	S3.	Sequence	alignment	of	Skp2	with	the	Ser64	site	
recognized	by	mTORC1	in	a	variety	of	species	(A).	Flag-tagged	Skp2	WT	
protein	translated	in	vitro	was	incubated	with	mTOR	WT	or	mTOR	KD	for	2	
hours.	The	samples	were	then	analyzed	by	Western	blot	(B).	
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Figure	S4.		MKN45	cells	with	stable	overexpression	of	
Vector,Skp2	WT,Skp2	S64A	and	Skp2	S64D	were	plated	for	cell	growth	
analysis(A)	and	soZ	agar	transformaQon	assay	(B);	BGC823	cell	lines	with	
Vector,	Skp2	WT,	Skp2	S64A	and	Skp2-siRNA	were	plated	for	Invasion
sults	are	presented	from	a	representaQve	experiment.	
*p<0.05,	using	Student's	t-test,	n=3.	
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Supplementary	Figure	5.	Ten	pairs	of	GC	Qssues	and	the	non-tumor	counterparts	
were	extracted	and	exposed	to	qRT-PCR	to	determine	mRNA	levels(A),	which	
were	normalized	to	the	internal	GAPDH(B).	RepresentaQve	gastric	cancer	tumor	
Qssues	(T)	and	adjacent	normal	Qssue	(N)	were	extracted	and	analyzed	by	
western	bolt	(C).	RepresentaQve	IHC	staining	of	p-Skp2	(Ser64)	in	serial	secQons	
of	human	gastric	cancer	specimens.	T,	tumor;	ANT,	adjacent	normal	Qssue;	scale	
bar,	50um.			
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