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Figure S3: Outlier analysis reveals high level amplification events associated with marked mRNA expression changes, pointing 
to potential driver genes in individual cell lines. (a) A total of 280 genes were nominated, figure shows 15 nominated genes 
overlapping with the COSMIC Cancer Gene Census. Vertical axis shows gene expression values (log2 scale) and horizontal 
axis shows copy number aberration values (PCF values, log2 scale). The analysis pinpointed CNA values that were substan-
tially higher in one or a few cell lines compared to remaining cell lines and hence 14 of the nominated genes were high amplifi-
cation events, while one gene (SS18) was nominated on basis of all samples having loss except V9P. (b) Ten outlier genes 
had available associated protein data and for most genes the increase in gene expression was consistent on the protein level. 
Vertical axis shows relative protein expression (median centered normalized log2 values), horizontal axis shows gene expres-
sion values (log2 scale). 
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