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hsa-let-7i-5p hsa-let-7i 44505.83 62924.09 1.413839 41.38% √ √ √ √ √
hsa-let-7g-5p hsa-let-7g 21052.52 26778.8 1.272 27.20% √ √
hsa-miR-148a-3p hsa-mir-148a 13017.69 22059.79 1.694601 69.46% √ √
hsa-miR-99b-5p hsa-mir-99b 3903.84 4862.12 1.245471 24.55% √ √
hsa-miR-148b-3p hsa-mir-148b 2459.28 3030.36 1.232214 23.22% √ √ √
hsa-miR-182-5p hsa-mir-182 2511.88 4386.56 1.746325 74.63% √ √
hsa-miR-26b-5p hsa-mir-26b 2674.64 3243.59 1.21272 21.27% √ √
hsa-miR-98-5p hsa-mir-98 1814.85 2557.91 1.409433 40.94% √ √ √ √ √
hsa-miR-183-5p hsa-mir-183 1579.09 2223.77 1.40826 40.83% √ √
hsa-let-7e-5p hsa-let-7e 1064.01 1267.05 1.190825 19.08% √ √ √
hsa-miR-21-3p hsa-mir-21 656.89 858.83 1.307418 30.74% √ √
hsa-miR-32-5p hsa-mir-32 277.61 429.18 1.545982 54.60% √ √ √
hsa-miR-107 hsa-mir-107 282.74 321.13 1.135778 13.58% √ √ √
hsa-miR-29b-3p hsa-mir-29b-2 244.97 355.95 1.453035 45.30% √ *
hsa-miR-29b-3p hsa-mir-29b-1 244.97 355.77 1.4523 45.23% √ √
hsa-miR-30b-5p hsa-mir-30b 291.17 349.47 1.200227 20.02% √ √
hsa-miR-197-3p hsa-mir-197 256.49 308.92 1.204413 20.44% √ √
hsa-miR-330-3p hsa-mir-330 127.8 197.99 1.549218 54.92% √
hsa-miR-7706 hsa-mir-7706 155.76 250.41 1.607666 60.77% √ √ √ √
hsa-miR-32-3p hsa-mir-32 129.9 144.75 1.114319 11.43% √ √
hsa-miR-381-3p hsa-mir-381 89.1 129.85 1.457351 45.74% √ √
hsa-miR-365a-3p hsa-mir-365a 40.69 83.38 2.049152 104.92% *
hsa-miR-365b-3p hsa-mir-365b 40.75 83.38 2.046135 104.61% √
hsa-miR-877-5p hsa-mir-877 39.26 76.09 1.938105 93.81% √ √ √ √ √

Gs in the terminal loop
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hsa-miR-301a-5p hsa-mir-301a 48.85 59.56 1.219243 21.92% √
hsa-miR-149-5p hsa-mir-149 57.84 68.02 1.176003 17.60% √ √ √ √ √
hsa-miR-421 hsa-mir-421 43.39 54.99 1.267343 26.73% √ *
hsa-miR-330-5p hsa-mir-330 41.63 54.64 1.312515 31.25% √
hsa-miR-4664-3p hsa-mir-4664 53.59 83.18 1.552155 55.22% √ √
hsa-miR-374b-3p hsa-mir-374b 65.23 72.68 1.114211 11.42% √ *
hsa-miR-31-3p hsa-mir-31 36.5 67.03 1.836438 83.64% √ √
hsa-miR-425-3p hsa-mir-425 47.47 58.8 1.238677 23.87% √ √ √
hsa-miR-760 hsa-mir-760 25.03 40.38 1.613264 61.33% √ *
hsa-miR-92b-5p hsa-mir-92b 42.62 56.01 1.314172 31.42% √
hsa-miR-629-5p hsa-mir-629 12.41 18.54 1.493956 49.40% √ √ √ √
hsa-miR-301b-3p hsa-mir-301b 7.83 11.14 1.422733 42.27% √ √ √
hsa-miR-2682-3p hsa-mir-2682 8.99 10.64 1.183537 18.35% √
hsa-miR-199b-5p hsa-mir-199b 8.05 16.06 1.995031 99.50% √ √
hsa-miR-486-5p hsa-mir-486-2 10.53 12.86 1.221273 22.13% √ √ √
hsa-miR-486-5p hsa-mir-486-1 10.2 12.01 1.177451 17.75% √
hsa-miR-212-5p hsa-mir-212 10.7 14.64 1.368224 36.82% √ √
hsa-miR-651-5p hsa-mir-651 13.89 20.17 1.452124 45.21% √ *
hsa-miR-769-3p hsa-mir-769 9.54 14.08 1.475891 47.59% √ √ √
hsa-miR-3129-3p hsa-mir-3129 8.6 12.36 1.437209 43.72% √
hsa-miR-323a-3p hsa-mir-323a 5.29 5.95 1.124764 12.48% √ √
hsa-miR-548f-3p hsa-mir-548f-5 8.77 10.38 1.18358 18.36% √ √
hsa-miR-3129-5p hsa-mir-3129 7.11 9.13 1.284107 28.41% √
hsa-miR-3200-3p hsa-mir-3200 4.96 9.01 1.816532 81.65% √ √
hsa-miR-548f-3p hsa-mir-548f-1 7.39 8.25 1.116373 11.64% √
hsa-miR-542-3p hsa-mir-542 4.8 5.66 1.179167 17.92% √ √
hsa-miR-4741 hsa-mir-4741 5.46 7.46 1.3663 36.63% √
Note: * represents a miRNA that harbors only one single G or none G in its precursor terminal loop. 
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