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Table S2. The gene expression profile in epididymal adipose tissues of HFC-fed mice

[image: image1.emf]6 week 16 week 26 week

Gene symbol Fold Change p values Fold Change p values Fold Change p values

Adam17 (Tace) 1.2 0.0316 1.8 0.0324 1.2 0.2255

Adipoq -1.5 0.0006 -3.1 0.0009 -1.5 0.0069

Akt2 -1.5 0.2692 -2.2 0.0128 1.0 0.8430

Arg1 -1.7 0.4271 1.2 0.4065 -1.1 0.7929

Ccl2 13.3 0.0000 2.6 0.0260 1.2 0.5909

Ccl7 16.6 0.0000 1.9 0.0306 -1.5 0.2166

Ccl8 2.8 0.0009 1.3 0.3621 1.3 0.6015

Ccnd1 1.7 0.0049 1.7 0.0042 1.5 0.0570

Ccr2 2.1 0.0000 2.1 0.0350 1.0 0.8840

Cd163 -1.2 0.0594 -5.2 0.0013 -2.4 0.0003

Cd36 1.2 0.0990 -1.2 0.0366 1.2 0.2051

Cd68 4.7 0.0000 8.3 0.0022 2.4 0.0340

Cd83 2.2 0.0000 4.8 0.0025 2.4 0.0259

Cebpa -1.2 0.0988 -2.1 0.0007 -1.2 0.0519

Cebpb 2.2 0.0000 1.2 0.5065 -1.2 0.1899

Cebpd 1.1 0.6282 -1.6 0.0072 1.4 0.0995

Ctss 5.4 0.0000 6.8 0.0060 1.8 0.1215

Cx3cl1 1.3 0.0667 1.4 0.1762 1.3 0.1225

Cx3cr1 1.1 0.5780 1.4 0.1058 1.1 0.7444

Cxcl1 1.9 0.0514 1.6 0.1622 1.6 0.0629

Ddit3 (CHOP) 1.6 0.0030 -1.1 0.1868 1.1 0.3126

Dlk1 (Pref-1) 1.4 0.1221 -4.0 0.0170 2.1 0.2725

Emr1 (F4/80) 2.7 0.0000 6.7 0.0011 2.4 0.0271

Ern2 (IRE-1)

F2rl1 (Par2) 1.7 0.0728 -1.1 0.3930 1.4 0.1940

Fabp1 -5.7 0.0147 3.6 0.0291 -1.4 0.5682

Fabp4 -1.2 0.1083 -1.6 0.0446 -1.3 0.0562

Fasn -1.9 0.0140 -4.3 0.0115 -2.1 0.1445

Ffar2 (GPR43) 1.4 0.0023 -1.1 0.9297 1.1 0.4262

Gad2

Gck -3.2 0.0749 6.1 0.0035 1.3 0.6919

Hif1a 1.5 0.0380 -1.1 0.3750 1.0 0.7695

Hspa5 (Bip) 1.4 0.0032 1.2 0.1854 1.3 0.0770

Icam1 1.7 0.0024 2.1 0.0162 1.5 0.1340

Ifng 1.2 0.6360 1.8 0.2399 3.4 0.0120

Ikbkb 1.2 0.0531 1.0 0.2984 1.2 0.1202

Il10 1.5 0.1188 3.8 0.0026 1.6 0.2127

Il18 -1.2 0.1058 1.0 0.0856 1.0 0.7695

Il1b 3.6 0.0077 1.6 0.3164 6.1 0.0039

Il1rn 48.7 0.0000 17.5 0.0069 2.3 0.1675

Il6 2.0 0.0434 1.3 0.5917 1.3 0.1516

Il6ra 1.5 0.0001 1.1 0.8335 2.0 0.0026

Insr 1.6 0.0040 -1.1 0.0104 1.1 0.4415

Irs1 -1.9 0.0006 -2.9 0.0005 1.1 0.3892

Itgam (CD11b) 2.5 0.0000 3.1 0.0161 1.5 0.0475

Itgax (CD11c) 13.8 0.0000 17.6 0.0016 2.9 0.0277

Jun 1.0 0.7582 -1.2 0.0261 1.4 0.0371

Lcn2 1.6 0.0491 1.6 0.0383 -1.3 0.3615

Lep 4.8 0.0000 -2.0 0.0209 -1.5 0.0641

Lepr -1.3 0.2135 -1.1 0.3069 1.3 0.0389

Map3k5 (Ask1) 1.1 0.3213 -1.7 0.0018 1.1 0.3736

Mapk8 (JNK1) 1.0 0.7175 -1.5 0.0036 1.0 0.8622

Mapk9 (JNK2) 1.1 0.5594 -1.5 0.0011 1.2 0.0543

Mmp12 24.0 0.0000 19.3 0.0075 2.1 0.1541

Mmp9 -3.6 0.0027 -6.0 0.0000 -1.6 0.0213

Mrc1 (CD206) 1.5 0.0001 1.5 0.0848 1.4 0.2008

Nfkb1 1.0 0.6054 1.0 0.1861 1.2 0.3725

Nfkb2 2.1 0.0000 1.5 0.0293 1.5 0.0319

Nos2 1.0 0.7945 -2.4 0.0078 -1.1 0.3139

Nos3 (eNOS) 1.1 0.4155 -2.7 0.0141 1.4 0.0681

Pbef1 (visfatin) -1.4 0.0672 -1.4 0.0019 1.0 0.8134

Pck1 (Pepck) -2.3 0.0001 -3.9 0.0007 -1.1 0.8465

Pik3r1 -3.5 0.0007 -1.9 0.0011 -1.4 0.0250

Ppara -1.4 0.0757 -1.3 0.9327 -1.3 0.0802

Pparg -1.2 0.0984 -2.4 0.0009 -1.3 0.0706

Ppargc1a -2.0 0.0034 -1.7 0.0206 1.5 0.1120

Ptpn1 1.3 0.1490 1.6 0.0484 1.2 0.2775

Rbp4 1.0 0.8970 -3.6 0.0336 -1.8 0.0699

Retn -1.6 0.0042 -7.2 0.0008 -1.7 0.1155

Rgs16 1.1 0.5775 2.2 0.0168 1.2 0.2428

Saa1 -1.2 0.7247 15.6 0.0016 1.3 0.5579

Scarb1 1.6 0.0067 1.0 0.7102 1.1 0.5073

Scd1 1.3 0.1380 -3.1 0.0059 -1.1 0.5398

Scd2 3.1 0.0002 -1.6 0.1923 -1.2 0.5333

Serpina12 (VASPIN) 4.3 0.0134

Serpine2 -1.6 0.0096 -1.3 0.0255 1.1 0.6129

Slc2a4 (GLUT4) -1.5 0.0006 -4.7 0.0008 -1.1 0.5227

Socs1 1.0 0.8607 -1.2 0.0705 1.4 0.0947

Socs3 2.0 0.0118 1.8 0.0595 1.3 0.2206

Srebf1 1.0 0.7243 -1.1 0.1033 1.2 0.1390

Tgfb1 2.0 0.0001 2.0 0.0096 1.6 0.0293

Tlr2 1.4 0.0129 2.4 0.0110 1.5 0.1510

Tlr4 1.2 0.1912 1.4 0.2699 2.4 0.0022

Tnf 1.6 0.0261 2.2 0.0433 1.7 0.0730

Tnfrsf1a 1.6 0.0010 -1.1 0.4071 -1.1 0.3568

Tnfrsf1b 2.0 0.0000 2.9 0.0154 1.4 0.2172

Traf2 1.7 0.0001 1.0 0.6379 1.2 0.2499

Ucp2 2.7 0.0000 3.0 0.0038 1.8 0.0190

Ucp3 1.2 0.3864 -2.2 0.0068 -1.1 0.5310

Vcam1 1.9 0.0005 1.8 0.0647 1.7 0.1227

Vegfa 1.0 0.9012 -2.5 0.0011 1.2 0.3606

Xbp1 -1.2 0.1283 -1.2 0.0015 1.0 0.7031


High fat and cholesterol diet (HFC) induced gene regulation in epididymal adipose tissues of C57BL/6 mice.

The relative mRNA level of each gene (indicated by fold change) was determined by calibrating against its respective chow-fed group at each time point. The blank indicates genes with no signal.

Table S3. The gene expression profile in mesenteric adipose tissues of HFC-fed mice

[image: image2.emf]6 week 16 week 26 week

Gene symbol Fold Change p values Fold Change p values Fold Change p values

Adam17 (Tace) 2.5 0.0001 1.5 0.0061 1.3 0.0389

Adipoq 1.2 0.5658 -1.9 0.1371 -1.5 0.0872

Akt2 1.9 0.1745 -1.4 0.3840 -1.2 0.2805

Arg1 1.1 0.8787 -1.3 0.4608 1.0 0.9855

Ccl2 3.3 0.0546 5.7 0.0003 2.4 0.0031

Ccl7 3.5 0.0657 2.6 0.0197 1.1 0.7044

Ccl8 2.2 0.0573 3.6 0.0006 3.8 0.0003

Ccnd1 3.0 0.0000 1.6 0.0014 1.2 0.3287

Ccr2 3.6 0.0014 1.8 0.0487 1.6 0.0143

Cd163 2.0 0.1016 -1.8 0.1139 1.0 0.8843

Cd36 1.6 0.2705 1.0 0.9642 1.1 0.5613

Cd68 4.8 0.0059 5.6 0.0002 3.9 0.0000

Cd83 6.8 0.0001 2.6 0.0098 3.1 0.0001

Cebpa 1.4 0.4093 -1.4 0.2390 -1.3 0.1324

Cebpb 1.3 0.3419 1.1 0.7551 -1.1 0.3826

Cebpd 2.2 0.0726 1.0 0.9245 2.1 0.0007

Ctss 4.2 0.0227 3.9 0.0000 3.4 0.0000

Cx3cl1 1.2 0.7603 -1.3 0.4566 1.2 0.5293

Cx3cr1 4.8 0.0000 1.9 0.0042 2.2 0.0010

Cxcl1 3.1 0.0074 3.4 0.0022 2.5 0.0005

Ddit3 (CHOP) 2.4 0.0000 1.4 0.0149 1.0 0.7313

Dlk1 (Pref-1) 2.3 0.1384 -1.6 0.3137 1.2 0.7913

Emr1 (F4/80) 3.7 0.0081 2.9 0.0054 2.3 0.0000

Ern2 (IRE-1)

F2rl1 (Par2) 2.9 0.2401 -1.5 0.4371 2.2 0.0659

Fabp1 -3.4 0.4407 -1.6 0.5490

Fabp4 1.5 0.3255 -1.3 0.4850 -1.1 0.5285

Fasn -3.1 0.0593 -4.7 0.0019 -3.7 0.0001

Ffar2 (GPR43) 2.4 0.0506 1.3 0.2120 1.3 0.1226

Gad2

Gck 2.2 0.0633

Hif1a 2.6 0.0000 1.3 0.0688 1.2 0.1910

Hspa5 (Bip) 1.7 0.0031 1.3 0.0185 1.3 0.0586

Icam1 5.4 0.0003 1.4 0.1771 1.7 0.0019

Ifng 4.7 0.0110 2.3 0.0336 3.7 0.0002

Ikbkb 3.2 0.0001 1.2 0.2874 1.5 0.0084

Il10 5.4 0.0310 3.2 0.0191 2.7 0.0027

Il18 2.3 0.1147 -1.5 0.1141 1.4 0.2005

Il1b 2.3 0.0402 6.7 0.0003 8.6 0.0000

Il1rn 40.3 0.0000 13.9 0.0000

Il6 1.8 0.0472 2.3 0.0182 2.5 0.0048

Il6ra 3.9 0.0060 2.2 0.0196 2.7 0.0000

Insr 3.2 0.0006 1.1 0.2735 1.4 0.0083

Irs1 1.2 0.6771 -1.4 0.2296 1.4 0.0259

Itgam (CD11b) 1.9 0.1086 1.8 0.0185 1.9 0.0106

Itgax (CD11c) 9.5 0.0000 12.9 0.0000 6.5 0.0000

Jun 2.0 0.0765 1.1 0.3773 1.1 0.5135

Lcn2 2.5 0.0502 1.4 0.1303 2.0 0.0203

Lep 4.1 0.0205 1.9 0.1637 -1.5 0.1892

Lepr 3.8 0.0043 1.1 0.5286 1.5 0.0211

Map3k5 (Ask1) 2.4 0.0057 1.0 0.9444 1.5 0.0055

Mapk8 (JNK1) 1.6 0.0435 -1.1 0.5133 1.2 0.1161

Mapk9 (JNK2) 2.0 0.0134 1.2 0.2149 1.4 0.0049

Mmp12 31.4 0.0007 40.2 0.0000 9.5 0.0001

Mmp9 1.8 0.1401 -3.5 0.0000 -1.1 0.5338

Mrc1 (CD206) 3.0 0.0165 1.3 0.3679 1.5 0.0099

Nfkb1 2.8 0.0004 1.1 0.6563 1.3 0.0561

Nfkb2 3.8 0.0000 1.7 0.0002 1.8 0.0036

Nos2 1.3 0.5612 1.6 0.3518 1.1 0.8127

Nos3 (eNOS) 1.7 0.2834 1.4 0.4439 1.5 0.1695

Pbef1 (visfatin) 1.6 0.0183 -1.2 0.2751 1.3 0.0152

Pck1 (Pepck) 2.1 0.0830 -3.3 0.0027 -1.3 0.3646

Pik3r1 1.4 0.0971 -1.1 0.4514 -1.3 0.0463

Ppara -1.1 0.6245 -1.4 0.2752 1.2 0.3726

Pparg 1.5 0.2550 -1.1 0.7112 -1.3 0.1358

Ppargc1a -1.1 0.8665 -1.5 0.2594 1.6 0.0738

Ptpn1 2.9 0.0003 1.6 0.0065 1.6 0.0015

Rbp4 1.4 0.4132 -2.1 0.0842 -1.9 0.0233

Retn 1.2 0.6527 -2.5 0.0460 -1.9 0.0055

Rgs16 2.3 0.0725 1.7 0.0029 2.1 0.0003

Saa1 -1.3 0.8350 4.5 0.1951

Scarb1 2.2 0.0975 1.4 0.2382 1.5 0.0043

Scd1 -1.5 0.4454 -1.9 0.1006 1.1 0.6285

Scd2 1.2 0.6406 1.0 0.9162 -1.2 0.3627

Serpina12 (VASPIN) 8.4 0.0012

Serpine2 2.8 0.0221 1.0 0.9800 1.0 0.9515

Slc2a4 (GLUT4) -1.2 0.7345 -1.9 0.0603 -1.2 0.3389

Socs1 3.4 0.0002 1.3 0.1736 1.5 0.0342

Socs3 2.6 0.0078 1.5 0.0474 2.3 0.0021

Srebf1 1.6 0.0002 1.2 0.0672 1.3 0.0105

Tgfb1 4.7 0.0078 2.1 0.0289 2.1 0.0001

Tlr2 3.4 0.0014 1.6 0.1052 1.8 0.0002

Tlr4 2.3 0.0399 4.0 0.0468 2.1 0.0003

Tnf 4.9 0.0004 2.6 0.0099 3.0 0.0007

Tnfrsf1a 1.7 0.0021 1.0 0.6843 1.0 0.6344

Tnfrsf1b 3.8 0.0003 1.7 0.0897 1.8 0.0017

Traf2 2.6 0.0000 1.4 0.0162 1.4 0.0212

Ucp2 4.0 0.0027 1.9 0.0029 2.5 0.0000

Ucp3 1.3 0.5010 -1.5 0.3456 -1.4 0.1073

Vcam1 5.0 0.0005 1.8 0.0462 2.4 0.0013

Vegfa 1.4 0.1148 1.4 0.0669 1.4 0.1209

Xbp1 1.3 0.0287 -1.3 0.0054 1.2 0.0742


High fat and cholesterol diet (HFC) induced gene regulation in mesenteric adipose tissues of C57BL/6 mice.

The relative mRNA level of each gene (indicated by fold change) was determined by calibrating against its respective chow-fed group at each time point. The blank indicates genes with no signal.

Table S4. The gene expression profile in liver of HFC-fed mice

[image: image3.emf]6 week 16 week 26 week

Gene symbol Fold Change p values Fold Change p values Fold Change p values

Adam17 (Tace) -1.7 0.0130 1.1 0.3178 4.2 0.0000

Adipoq 1.0 0.9636 -2.0 0.1773 8.2 0.0000

Akt2 -1.3 0.1716 1.8 0.0269 7.4 0.0000

Arg1 -1.6 0.0163 -1.6 0.0015 2.2 0.0002

Ccl2 -1.3 0.3078 13.1 0.0000 65.7 0.0000

Ccl7 1.2 0.3357 11.0 0.0000 40.8 0.0000

Ccl8 -1.8 0.2344 12.1 0.0000 573.3 0.0000

Ccnd1 -2.2 0.0022 2.6 0.0014 9.1 0.0000

Ccr2 1.0 0.9875 2.3 0.0031 10.3 0.0000

Cd163 -1.9 0.0645 -1.9 0.0108 1.2 0.6770

Cd36 1.4 0.0947 2.7 0.0003 5.0 0.0000

Cd68 -1.4 0.1095 3.1 0.0000 12.9 0.0000

Cd83 1.1 0.6614 3.4 0.0000 19.6 0.0000

Cebpa -1.4 0.1285 -1.1 0.5378 2.2 0.0008

Cebpb -1.6 0.0596 1.2 0.2564 2.7 0.0000

Cebpd 1.2 0.6563 -1.4 0.2396 4.0 0.0078

Ctss -1.2 0.3807 2.4 0.0001 12.0 0.0000

Cx3cl1 -2.0 0.0098 2.0 0.0015 9.2 0.0000

Cx3cr1 -1.6 0.0093 8.0 0.0000 24.5 0.0000

Cxcl1 -2.0 0.0307 2.9 0.0004 7.6 0.0000

Ddit3 (CHOP) 1.0 0.9360 1.7 0.0054 6.0 0.0000

Dlk1 (Pref-1) 42.5 0.0002

Emr1 (F4/80) -1.2 0.2648 2.6 0.0003 10.9 0.0000

Ern2 (IRE-1)

F2rl1 (Par2) -2.5 0.0017 5.0 0.0055 10.3 0.0000

Fabp1 1.1 0.6553 1.2 0.2103 2.7 0.0002

Fabp4 1.4 0.0544 4.2 0.0000 9.9 0.0000

Fasn 1.1 0.5706 2.2 0.0048 2.6 0.0188

Ffar2 (GPR43) 1.0 0.9888 2.7 0.0744 2.5 0.3109

Gad2

Gck 1.6 0.0393 2.4 0.0000 4.6 0.0000

Hif1a -1.3 0.2160 1.0 0.9238 4.3 0.0000

Hspa5 (Bip) -1.7 0.0279 5.9 0.3121 3.1 0.0001

Icam1 -1.8 0.0037 3.3 0.0000 13.3 0.0000

Ifng -1.1 0.7466 3.3 0.0132 30.1 0.0000

Ikbkb -1.6 0.0408 1.0 0.9870 3.9 0.0000

Il10 -1.8 0.2351 2.9 0.0555 18.2 0.0000

Il18 -1.2 0.2486 -1.4 0.0223 2.2 0.0009

Il1b -2.2 0.0011 2.4 0.0081 12.7 0.0000

Il1rn 15.4 0.0434 105.9 0.0000

Il6 -1.3 0.5634 1.4 0.6065 4.9 0.0015

Il6ra -1.6 0.1196 -1.1 0.7752 6.4 0.0000

Insr -1.8 0.0424 2.3 0.0006 9.3 0.0000

Irs1 -1.7 0.0056 1.1 0.7554 3.5 0.0002

Itgam (CD11b) -2.1 0.0021 3.7 0.0004 14.1 0.0000

Itgax (CD11c) -1.3 0.3782 11.7 0.0000 59.9 0.0000

Jun -2.3 0.0533 2.8 0.0019 3.2 0.0008

Lcn2 1.3 0.3500 37.3 0.0000 89.5 0.0000

Lep

Lepr 1.4 0.1908 3.6 0.0007 22.2 0.0000

Map3k5 (Ask1) -1.5 0.1225 1.1 0.3846 4.5 0.0000

Mapk8 (JNK1) -1.4 0.0533 1.1 0.5666 3.4 0.0000

Mapk9 (JNK2) -1.3 0.1138 1.4 0.0355 3.9 0.0000

Mmp12 1.7 0.0706 78.2 0.0000 258.2 0.0000

Mmp9 -3.0 0.0006 1.4 0.2805 5.2 0.0000

Mrc1 (CD206) -1.6 0.0226 1.3 0.0803 5.4 0.0000

Nfkb1 -1.3 0.6253 1.0 0.8474 4.3 0.0000

Nfkb2 -1.7 0.0097 1.9 0.0011 8.7 0.0000

Nos2 7.4 0.0089 29.5 0.0000

Nos3 (eNOS) -1.9 0.0173 6.4 0.0062 30.7 0.0000

Pbef1 (visfatin) -1.2 0.4283 1.3 0.0705 4.0 0.0000

Pck1 (Pepck) -2.0 0.0141 -1.4 0.3108 3.2 0.0003

Pik3r1 -1.1 0.8550 1.6 0.0042 5.1 0.0000

Ppara 1.1 0.6316 1.6 0.0012 4.6 0.0000

Pparg -1.1 0.6148 2.0 0.0032 3.6 0.0001

Ppargc1a -1.7 0.0037 1.0 0.9431 4.4 0.0000

Ptpn1 -1.5 0.0534 1.3 0.0270 4.2 0.0000

Rbp4 -1.1 0.5637 1.0 0.7508 2.6 0.0001

Retn -3.8 0.0038 -4.0 0.0085

Rgs16 17.5 0.0028 27.0 0.0001 41.0 0.0000

Saa1 1.1 0.6490 9.1 0.0001 20.3 0.0000

Scarb1 -1.1 0.7188 1.1 0.6713 4.2 0.0000

Scd1 1.3 0.2789 4.4 0.0002 4.2 0.0015

Scd2 -1.9 0.0001 2.6 0.0009 11.8 0.0000

Serpina12 (VASPIN) 1.6 0.1410 2.8 0.0002 10.2 0.0000

Serpine2 -1.3 0.2863 -3.1 0.0004 1.8 0.0501

Slc2a4 (GLUT4) 10.4 0.0003 20.8 0.0000 93.3 0.0000

Socs1 1.0 0.9273 1.2 0.5974 4.0 0.0032

Socs3 -1.3 0.4207 1.9 0.0370 6.0 0.0000

Srebf1 -1.4 0.1863 1.3 0.0300 3.6 0.0000

Tgfb1 -1.6 0.0159 2.4 0.0002 8.7 0.0000

Tlr2 -1.4 0.0800 3.2 0.0001 12.5 0.0000

Tlr4 -1.3 0.1271 2.6 0.0070 13.2 0.0000

Tnf -1.5 0.1612 6.3 0.0004 25.3 0.0000

Tnfrsf1a -1.5 0.0528 1.5 0.0056 4.0 0.0000

Tnfrsf1b -1.4 0.1799 1.2 0.3778 7.1 0.0000

Traf2 -1.6 0.0241 1.0 0.7892 3.3 0.0000

Ucp2 -1.5 0.1399 2.0 0.0022 6.8 0.0000

Ucp3 16.3 0.0016

Vcam1 -1.2 0.3614 3.0 0.0000 18.3 0.0000

Vegfa -1.6 0.0810 1.1 0.5693 3.5 0.0000

Xbp1 -1.6 0.0606 1.0 0.8494 2.9 0.0001


High fat and cholesterol diet (HFC) induced gene regulation in liver of C57BL/6 mice.

The relative mRNA level of each gene (indicated by fold change) was determined by calibrating against its respective chow-fed group at each time point. The blank indicates genes with no signal.
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