tagtgccacccacacggagaaattcagagccatataaacgggtctccagggecctggaggg 60 TATA box

M G G L L L

MetGlyGlyLeuLeuLeu
acTGCACATCCTGGGCCTGCGGCGCAGTGTAGACCTGGGAGGATGGGCGGCCTGCTGCTG 120
A A F L A L Vv §S VvV P R A Q AV W L G R L
AlaAlaPhelLeuAlalLeuValSerValProArgAlaGlnAlaValTrpLeuGlyArgLeu (6)
GCTGCTTTTCTGGCTTTGGTCTCGGTGCCCAGGGCCCAGGCCGTGTGGTTGGGAAGACTG 180

EXON 1
D P E O
AspProGluGln (10)
GACCCTGAGCAGgtacagtcctecctgggggtggggagagctggtcctecgggggecagecce 240
//
ttggaggctggaggctggaggctggagggctggcecggccctaacgggagecgectcaatge 1020
L ... 6 P W Y V L AV A S R E K G F A M E
LeuleuGlyProTrpTyrVallLeuAlaValAlaSerArgGluLysGlyPheAlaMetG (30)
agCTTCTTGGGCCCTGGTACGTGCTTGCGGTGGCCTCCCGGGAAAAGGGCTTTGCCATGG 1080
EXON 2
K b M K NV V GV V Vv T L T P E N N L R
lulysAspMetLysAsnValValGlyValValValThrLeuThrProGluAsnAsnLeuA (50)
AGAAGGACATGAAGAACGTCGTGGGGGTGGTGGTGACCCTCACTCCAGAAAACAACCTGC 1140
T L S S Q H G
rgThrLeuSerSerGlnHisGl (57)
GGACGCTGTCCTCTCAGCACGGgtgagtgggcgggtcctgccaggectteccecgcaggecag 1200
//
gctggcctggcecctggactectgageteccgtctectctcaccgggecececggggtettgace 2640
L G G ¢ D Q S V M D
yLeuGlyGlyCysAspGlnSerValMetA (67)
ctgagtgggtgacaggccccttcttttccagGCTGGGAGGGTGTGACCAGAGTGTCATGG 2700
EXON 3
L T K R N S G W V F E N P S
spLeullelLysArgAsnSerGlyTrpValPheGluAsnProS (81)
ACCTGATAAAGCGAAACTCCGGATGGGTGTTTGAGAATCCCTgtgagtctgacggccacg 2760
//
gctcagcggcccecctggatggatacagcagectgeccteccecctgaggeggggggttttgttt 3300
I G v L £EL W V L AT N F R D Y A I
erIleGlyValLeuGluLeuTrpVallLeuAlaThrAsnPheArgAspTyrAlaIl (99)
cctagCAATAGGCGTGCTGGAGCTCTGGGTGCTGGCCACCAACTTCAGAGACTATGCCAT 3360
EXON 4
I ¥ T Q L E ¥ 6 D E P F N T V E L Y S
eIlePheThrGlnLeuGluPheGlyAspGluProPheAsnThrvValGluLeuTyrSe (118)
CATCTTCACTCAGCTGGAGTTCGGGGACGAGCCCTTCAACACCGTGGAGCTGTACAGgta 3420
//
cccctececececggeccectecccagetectcagaggttgetteccecectgecactgeecctggtgee 3840
L T E T A S Q E A M G L F T K W S R
rLeuThrGluThrAlaSerGlnGluAlaMetGlyLeuPheThrLysTrpSerAr (136)
cccaggTCTGACGGAGACAGCCAGCCAGGAGGCCATGGGGCTCTTCACCAAGTGGAGCAG 3900
EXON 5
s L G F L s Q *
gSerLeuGlyPheLeuSerGlnEnd (143)
GAGCCTGGGCTTCCTGTCACAGTAGCAGGCCCAGCTGCAGAAGGACCgtgagtgtccace 3960
//
EXON 6 ccagtcttgcctcececcttctagTCACCTGTGCTCACAAGATCCTTCTGgtaageccgecat 4260
cctgagcctcaccctgggectectecttgggggaagggggtgggggaggccaccctacgecaca 4320
//
tcagTGAGTGCTGCGTCCCCAGTAGGGATGGCGCCCACAGGGTCCTGTGACCTCGGCCAG 4500
EXON 7 TGTCCACCCACCTCGCTCAGCGGCTCCCGGGGCCCAGCACCAGCTCAGAATAAAGCGATT 4560 polya

CCACAGCAaccaaggatgcttttgactgggggccagccggggaattgcggggaggatgge 4620



