
 
tagtgccacccacacggagaaattcagagccatataaacgggtctccagggcctggaggg    60 TATA box 
 
                                          M  G  G  L  L  L         
                                          MetGlyGlyLeuLeuLeu       
acTGCACATCCTGGGCCTGCGGCGCAGTGTAGACCTGGGAGGATGGGCGGCCTGCTGCTG   120 
  ^ 
A  A  F  L  A  L  V  S  V  P  R  A  Q  A  V  W  L  G  R  L         
AlaAlaPheLeuAlaLeuValSerValProArgAlaGlnAlaValTrpLeuGlyArgLeu   (6) 
GCTGCTTTTCTGGCTTTGGTCTCGGTGCCCAGGGCCCAGGCCGTGTGGTTGGGAAGACTG   180 

EXON 1 
D  P  E  Q                                                         
AspProGluGln                                                  (10) 
GACCCTGAGCAGgtacagtcctcctgggggtggggagagctggtcctcgggggccagccc   240 
                                                                // 
ttggaggctggaggctggaggctggagggctggcggccctaacgggagccgcctcaatgc  1020 
 
  L  L  G  P  W  Y  V  L  A  V  A  S  R  E  K  G  F  A  M  E       
  LeuLeuGlyProTrpTyrValLeuAlaValAlaSerArgGluLysGlyPheAlaMetG  (30) 
agCTTCTTGGGCCCTGGTACGTGCTTGCGGTGGCCTCCCGGGAAAAGGGCTTTGCCATGG  1080 

EXON 2 
  K  D  M  K  N  V  V  G  V  V  V  T  L  T  P  E  N  N  L  R       
luLysAspMetLysAsnValValGlyValValValThrLeuThrProGluAsnAsnLeuA  (50) 
AGAAGGACATGAAGAACGTCGTGGGGGTGGTGGTGACCCTCACTCCAGAAAACAACCTGC  1140 
 
  T  L  S  S  Q  H  G                                              
rgThrLeuSerSerGlnHisGl                                        (57) 
GGACGCTGTCCTCTCAGCACGGgtgagtgggcgggtcctgccaggccttcccgcaggcag  1200 
                                                               //  
gctggcctggcctggactcctgagctccgtctcctctcaccgggccccggggtcttgacc  2640 
 
                                L  G  G  C  D  Q  S  V  M  D       
                               yLeuGlyGlyCysAspGlnSerValMetA  (67) 
ctgagtgggtgacaggccccttcttttccagGCTGGGAGGGTGTGACCAGAGTGTCATGG  2700 

EXON 3 
  L  I  K  R  N  S  G  W  V  F  E  N  P  S                         
spLeuIleLysArgAsnSerGlyTrpValPheGluAsnProS                    (81) 
ACCTGATAAAGCGAAACTCCGGATGGGTGTTTGAGAATCCCTgtgagtctgacggccacg  2760 
                                                               //  
gctcagcggcccctggatggatacagcagctgccctcccctgaggcggggggttttgttt  3300 
 
       I  G  V  L  E  L  W  V  L  A  T  N  F  R  D  Y  A  I        
     erIleGlyValLeuGluLeuTrpValLeuAlaThrAsnPheArgAspTyrAlaIl  (99) 
cctagCAATAGGCGTGCTGGAGCTCTGGGTGCTGGCCACCAACTTCAGAGACTATGCCAT  3360 

EXON 4 
 I  F  T  Q  L  E  F  G  D  E  P  F  N  T  V  E  L  Y  S           
eIlePheThrGlnLeuGluPheGlyAspGluProPheAsnThrValGluLeuTyrSe    (118) 
CATCTTCACTCAGCTGGAGTTCGGGGACGAGCCCTTCAACACCGTGGAGCTGTACAGgta  3420 

                                                                 //  
cccctccccggcccctccccagctctcagaggttgcttccccctgcactgccctggtgcc  3840 

   
       L  T  E  T  A  S  Q  E  A  M  G  L  F  T  K  W  S  R        
      rLeuThrGluThrAlaSerGlnGluAlaMetGlyLeuPheThrLysTrpSerAr (136) 
cccaggTCTGACGGAGACAGCCAGCCAGGAGGCCATGGGGCTCTTCACCAAGTGGAGCAG  3900 

EXON 5 
 S  L  G  F  L  S  Q  *                                            
gSerLeuGlyPheLeuSerGlnEnd                                    (143) 
GAGCCTGGGCTTCCTGTCACAGTAGCAGGCCCAGCTGCAGAAGGACCgtgagtgtccacc  3960 
                                                               //  

EXON 6 ccagtcttgcctccccttctagTCACCTGTGCTCACAAGATCCTTCTGgtaagccgccat  4260 
cctgagcctcaccctgggctctcttgggggaagggggtgggggaggccaccctacgcaca  4320 
                                                               // 
tcagTGAGTGCTGCGTCCCCAGTAGGGATGGCGCCCACAGGGTCCTGTGACCTCGGCCAG  4500 

EXON 7 TGTCCACCCACCTCGCTCAGCGGCTCCCGGGGCCCAGCACCAGCTCAGAATAAAGCGATT  4560  polyA 
CCACAGCAaccaaggatgcttttgactgggggccagccggggaattgcggggaggatggc  4620 


