
HUMAN           MTAEEMKATESGAQSAPLPMEGVDISPKQDEGVLKVIKREGTGTEMPMIGDRVFVHYTGW 60 
MURINE          MTAEEMKAAENGAQSAPLPLEGVDISPKQDEGVLKVIKREGTGTETPMIGDRVFVHYTGW 60 
                ********:*.********:************************* ************** 
 
HUMAN           LLDGTKFDSSLDRKDKFSFDLGKGEVIKAWDIAIATMKVGEVCHITCKPEYAYGSAGSPP 120 
MURINE          LLDGTKFDSSLDRKDKFSFDLGKGEVIKAWDIAVATMKVGEVCHITCKPEYAYGAAGSPP 120 
                *********************************:********************:***** 
 
HUMAN           KIPPNATLVFEVELFEFKGEDLTEEEDGGIIRRIQTRGEGYAKPNEGAIVEVALEGYYKD 180 
MURINE          KIPPNATLVFEVELFEFKGEDLTEEEDGGIIRRIRTRGEGYARPNDGAMVEVALEGYHKD 180 
                **********************************:*******:**:**:********:** 
 
HUMAN           KLFDQRELRFEIGEGENLDLPYGLERAIQRMEKGEHSIVYLKPSYAFGSVGKEKFQIPPN 240 
MURINE          RLFDQRELCFEVGEGESLDLPCGLEEAIQRMEKGEHSIVYLKPSYAFGSVGKERFQIPPH 240 
                :******* **:****.**** ***.***************************:*****: 
 
HUMAN           AELKYELHLKSFEKAKESWEMNSEEKLEQSTIVKERGTVYFKEGKYKQALLQYKKIVSWL 300 
MURINE          AELRYEVRLKSFEKAKESWEMSSAEKLEQSNIVKERGTAYFKEGKYKQALLQYKKIVSWL 300 
                ***:**::*************.* ******.*******.********************* 
 
HUMAN           EYESSFSNEEAQKAQALRLASHLNLAMCHLKLQAFSAAIESCNKALELDSNNEKGLFRRG 360 
MURINE          EYESSFSGEEMQKVHALRLASHLNLAMCHLKLQAFSAAIESCNKALELDSNNEKGLFRRG 360 
                *******.** **.:********************************************* 
 
HUMAN           EAHLAVNDFELARADFQKVLQLYPNNKAAKTQLAVCQQRIRRQLAREKKLYANMFERLAE 420 
MURINE          EAHLAVNDFDLARADFQKVLQLYPSNKAAKTQLAVCQQRTRRQLAREKKLYANMFERLAE 420 
                *********:**************.************** ******************** 
 
HUMAN           EENKAKAEASSGDHPTDTEMKEEQKSNTAGSQSQVETEA 459 
MURINE          EEHKVKAEVAAGDHPTDAEMKGE-RNNVAENQSRVETEA 458 
                **:*.***.::******:*** * :.*.* .**:***** 

 


