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Exon 2

ATGAATGTTCTCCTGGGCGGCCTTGTGATCTTTGCAACCTTTGTGACTTTATGCAATGCA
ATGAACGTTCTCCTGGGCGGCCTTGTGATCTTTGCCACCTTTGTGACTTTATGCAATGGA
ATGAATGTTCTCCTGGGCGGCCTTGTGATCTTTGCAACCTTTGCGACTTTATGCAATGCA

KAk KAk Ak KA AAA A A A A AR A A A AR A A AR A A A A A A hk Ak Ak kA hd A hk kA dkhkhhhkrkhk hxxkx %k

N-terminus Exon 3

TCATGCTATTTAATACTGAATGACATAGTTCCAGAAGAGTCAACCAAGGAATGCACAGAT
TCATGCTATGTAATACGTCATAAGATAGTGCCAGGAGAGACAATCAAAGAATGCACGGAT
TCATGCTATTTAATACTGAATGACGTAGTTCCAGGAGAGTCAACCAAGGAATGCACAGAT

Kk kkhkAkKKh kK Kk khkkkx *xk* K Khkkhk Khkkk kAhkkk kAhkk kAhkk KAk hkkhkkhkkKk Kk k

CTGGAAGGAAACAAACACCCAATAAACTCAAGGTGGCGGACTGACAACTGTGAGACATGT
CTCAAAGGAAACAAACACCCGCTAGACTCAAGGTGGCGGACTGAAGACTGTGAGCTATGT
CTGAAAGGAAACAAACATCCAATAAACTCAAAGTGGCGGACTGACAGCTGTGACATATGT

* % KAk kkAkKAkkkkkkkkAkrKh Kk k% Kk AAkKkKkKhk Ak khkAkAk Ak KAk AkAkKk kK Kk ok ok kK * Kk kK

Exon 4

GCTTGTGGCGAAAAAGAAATATCATGTTGCACTCTTGTTTCTACACCTGTGGGTTATGAC
GCTTGCCGTIGACATAGAAATATCATGTTGCTCCCTTGTTTCTACACCTGTGGGTTATGAC
ACTTGCC AAAAAGAAATATCATGTTGCACTCTTGTTGCTACGCCTGTGGGTTATGAC

* Kk kK Kk kA Ak KkAAAKAAAAKA KA AA AKX k Ak hkhkkk Akhkkk kAAhkAkAAAAhkAkAXA KA AKXk K

AGACACAACTGCCGGAAAATCTTCAACAAGGAGACCTGCAAGATAAGTGTGGTGGAGAAG
AGACACAACTGCCGGAAAATCTTCAACAAGGAGACCTGCAAGATAAGTGTGGTGGAGAAG
ATACACAAGTGCCAGAAAATCTTCAACAAGGAGGAGTGCAAGTTAACTGTGGTGGAGAAG

Kk kA AKAkKhkKhk Ak kkhk AAk Ak KhkAAA Ak AkAA A A Ak Ak A KA K KAk kK kK hkhkk KAhkAkAAkAkhkAkAk kA Kk kK

AAGGACCCAAATAGGCCCTGTGGTGTCAGCGGATGGATATCG 342
AAGGACCCAAATAGGCCCTGTGGTGTCAGTGGATGGATATCG 342
AAGAACCCACATAAGACCTGTGATGTCAGTGCATGGATATTIG 342

Khkk Ak kkhkk Ak k kA kkhkkhkkhkk KAhkhkkkhkk ok kAkkhkkhkkhkkKk K

Greek key motif
MSMB4 SCYLILNDIVPEESTKECTDLEGNKHPINSRWRTDNCETICACGEKEISCCTL

MSMB2 SCYVIRHKIVPGETIKECTDLKGNKHPLDSRWRTEDCELCACRDIEISCCSL
MSMB3 SCYLILNDVVPGESTKECTDLKGNKHPINSKWRTDSICDICTCQEKEISCCTL

MSMB specific motif
MSMB4 VSTPVGYDRHNCRKIFNKETCKISVVEKKDPNRPCGVSGWIS

MSMB2 VSTPVGYDRHNCRKIFNKETCKISVVEKKDPNRPCGVSGWIS
MSMB3 VATPVGYDIHKCOKIFNKEECKLTVVEKKNPHKTCDVSAWIL
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