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GO:0070069 cytochrome complex

GO:0098803 respiratory chain complex

GO:1990204 oxidoreductase complex

GO:0005743 mitochondrial inner membrane

GO:1901567 fatty acid derivative binding

GO:0003995 acyl−CoA dehydrogenase activity

GO:0033218 amide binding

GO:0019842 vitamin binding

GO:0005996 monosaccharide metabolic process

GO:0006766 vitamin metabolic process

GO:0050662 coenzyme binding

GO:0051186 cofactor metabolic process

GO:0051188 cofactor biosynthetic process

GO:0044282 small molecule catabolic process

GO:0005759 mitochondrial matrix
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Additional file 4: Figure S4. Functional analyses based on 92 prognostic MAGs. (A) Lollipop Chart for GO enrichment
 (BP, biological process; CC, cellular component; MF, molecular function). (B) Barplot graph for KEGG pathways. (C) PPI 
analysis showing the protein interaction network of MAGs.


