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Figure S1. The sankey diagram of sample variation with 2, 3 and 4 cluster numbers.
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Figure S2. Comparison of KEGG pathways among three gastric cancer subtypes.
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Figure S3. Kaplan-Meier curves of OS in CESC, COAD, LUSC and THYM
cohort between three subtypes.
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Figure S4. Kaplan-Meier curves of OS in ACC, BRCA, HNSC, KICH, KIRC, KIRP, LGG,
LIHC, LUAD, MESO, SARC and UCEC cohort between three subtypes.






